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TARGETING CONSTRUCTS AND TRANSGENIC ANIMALS 
PRODUCED THEREWITH 

5 TECHNICAL FIELD 

This invention is in the field of molecular biology and medicine. More 
specifically, it relates to novel vector constructs and methods of use thereof for 
introducing heterologous polynucleotides into a host cell. Further, the invention relates 
to vector constructs and methods of use thereof to generate transgenic organisms, 

10 particularly transgenic mice. 

BACKGROUND 

In recent years, mouse geneticists have succeeded in creating transgenic animals 
by manipulating the genes of developing embryos and introducing foreign genes into 

15 these embryos. Once these genes have integrated into the genome of the recipient 
embryo, the resulting embryos or adult animals can be analyzed to determine the 
function of the gene. 

Traditionally, transgenic mice have been generated through DNA microinjection 
approach. Such an approach leads to the creation of "founder" mice having at least one 

20 copy of the transgene randomly integrated into the genome. Because neither the copy 
number nor the integration sites can be controled, transgenic mice generated by this 
method are genetically different from each other. The expression of transgenes in such 
transgenic mice are not uniform because of, for example, the difference in copy numbers 
of the transgene. Furthermore, chromosomal location of the transgene often affects the 

25 expression level of the transgene. For most of in vivo studies, particularly ones where it 
is desirable to compare levels of gene expression across different animals, it is important 
to have the mice with little or no genetic variation (i.e., isogenic mice) in order to reduce 
the systematic error. 

One way of controlling copy number and the chromosomal integration site is by 

30 using targeting constructs to create transgenic animals. U.S. Patent Nos. 5,464,764 and 
5,487,992 describe this type of transgenic animal in which a gene of interest is deleted or 
mutated sufficiendy to disrupt its function. These "knock-out" animals are made by 
taking advantage of the phenomena of homologous recombination. (See, also U.S. 
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Patent Nos. 5,631 ,153 and 5,627,059). Using the "knock-out* 1 approach, when the vector 
is introduced into the embryonic stem cell, a sequence becomes integrated into a target 
gene in the genome via homologous recombination. The integration disrupts the 
function of the target gene allows for examination of the phenotype resulting from the 

5 disruption of the gene. Neither of the above methods, however, provide a predictable 
approach for the generation of gene expression reporter transgenic animals which can be 
used for quantitative comparisons of gene expression across different animals transfected 
with the same construct, or for quantitative comparisons of the relative levels of 
expression of two or more different genes. 

10 The present invention solves this and other problems by providing transgenic 

animals in which at least one single-copy, non-essential gene is replaced with a reporter 
expression cassette, for example, a luciferase gene operably linked to a heterologous 
promoter. Thus, the present invention provides novel methods and vector constructs 
useful for the generation of transgenic animals. The invention further includes methods 

15 of using these animals. 

SUMMARY OF THE INVENTION 
The transgenic animals described herein are useful, for example, when studying 
in vivo regulation of selected genes. Also described herein are methods of generating 
20 populations of substantially isogenic transgenic animals, as well as, vectors useful in 
these methods. 

Accordingly, in one embodiment, the subject invention is directed to a transgenic, 
non-human mammal, for example, a rodent such as a mouse. The mammal comprises at 
least one single-copy, non-essential gene in its genome, wherein (i) at least a portion of 

25 at least one single-copy, non-essential gene is replaced by polynucleotide sequences 
heterologous to the gene, and (ii) the polynucleotide sequences comprise a first 
expression cassette which has been introduced into the mammal or an ancestor of the 
mammal, at an embryonic stage. The first expression cassette typically comprises a first 
selectable marker, a first transcriptional promoter element heterologous to the gene, and 

30 light-generating protein coding sequences. The light-generating protein coding 
sequences are operably linked to the promoter element. 
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The single-copy, non-essential gene may be selected, for example, from the 
group consisting of vitronectin, fosB, and galactin 3 and the first selectable marker may 
be selected from the group consisting of neomycin phosphotransferase n, xanthine- 
guanine phosphoribosyltransferase, hygromycin-B-phosphotransferase, chloramphenicol 
5 acetyltransferase, and adeninephosphoribosyl transferase. 

In alternative embodiments, the first transcriptional promoter element is an 
inducible promoter, a repressible promoter, or a constitutive promoter, and may be 
selected from the group consisting of VEGF, VEGFR, and TDE2. 

In additional embodiments, the transgenic, non-human mammal described above 
10 comprises a second single-copy, non-essential gene in its genome, wherein (i) at least a 
portion of the second single-copy, non-essential gene is replaced by polynucleotide 
sequences heterologous to the second gene, and (ii) the polynucleotide sequences 
comprise a second expression cassette which has been introduced into the mammal or an 
ancestor of the mammal, at an embryonic stage. The second expression cassette 
15 typcially comprises a second selectable marker, a second transcriptional promoter 

element heterologous to the second gene, and light generating protein coding sequences. 
The light generating protein coding sequences are operably linked to the promoter 
element. 

The first and second transcriptional promoter elements and selectable markers 
20 may be the same or different and the light generating protein in the first expression 
cassette can produce a different color of light relative to the light generating protein in 
the second expression cassette. 

In yet a further embodiment, the invention is directed to a method of producing a 
transgenic, non-human mammal, such as a mouse. The mammal has at least one single- 
25 copy, non-essential gene in its genome. The method comprises 

transfecting an embryonic stem cell of the mammal with a linear vector 
comprising 

(a) a first selectable marker and a reporter expression cassette, the reporter 
expression cassette comprising a transcriptional promoter element operably linked to a 

30 light generating protein coding sequence, and 

(b) targeting polynucleotide sequences homologous to a single-copy, non- 
essential gene in said mammal's genome, the targeting polynucleotide sequences 
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flanking (a), wherein (i) the length of the polynucleotide sequences are sufficient to 
facilitate homologous recombination between the vector and the single-copy, non- 
essential gene, and (ii) the transcriptional promoter element is heterologous to the single- 
copy, non-essential gene; 
5 selecting embryonic stem cells which each have the first selectable marker and 

reporter expression cassette integrated into its genome; 

injecting the embryonic stem cells into a host embryo, 

implanting the embryo in a foster mother, 

maintaining the foster mother under conditions which allow production of an 
10 offspring that is a transgenic, non-human mammal carrying the reporter expression 
cassette. 

In certain embodiments, the offspring is capable of germline transmission of the 
reporter expression cassette and the method may further comprise breeding the offspring 
with a mammal which is substantially isogenic with the embryonic stem cells, such that 

15 the breeding yields transgenic Fl offspring carrying the reporter cassette. In particular 
embodiments, the method comprises breeding the first Fl offspring carrying the reporter 
cassette with a second Fl offspring carrying the reporter cassette, wherein the breeding 
yields transgenic F2 offspring carrying the reporter cassette. 

In additional embodiments, the embryonic stems cells may be derived from a 

20 mouse having a dark coat color, the mammal substantially isogenic with the embryonic 
stem cells may have a light coat color, and/or the F2 offspring carrying the reporter 
cassette may have a light coat color. In particular embodiments, the embryonic stems 
cells are derived from a C57BL/6 mouse having a dark coat color, and the mammal 
substantially isogenic with the embryonic stem cells is a C57BL/6-Tyr C2j/+ mouse 

25 having a light coat color. 

In still a further embodiment, the subject invention is directed to a vector for use 
in generating a transgenic non-human mammal, for example, a rodent such as a mouse. 
The mammal has at least one single-copy, non-essential gene in its genome. The vector 
comprises 

30 (a) a first selectable marker and a reporter expression cassette, the reporter 

expression cassette comprising a transcriptional promoter element operably linked to a 
light generating protein coding sequence, and 
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(b) targeting polynucleotide sequences homologous to a single-copy, non- 
essential gene in the mammal's genome, the targeting polynucleotide sequences flanking 
(a), wherein (i) the length of the targeting polynucleotide sequences are sufficient to 
facilitate homologous recombination between the vector and the single-copy, non- 
5 essential gene, and (ii) the transcriptional promoter element is heterologous to the single- 
copy, non-essential gene. 

In certain embodiments, the first selectable marker provides a positive selection 
and may be selected from the group consisting of neomycin phosphotransferase II, 
xanthine-guanine phosphoribosyltransferase, hygromycin-B-phosphotransferase, 
10 chloramphenicol acetyltransferase, and adeninephosphoribosyl transferase. Additionally, 
the transcriptional promoter element may be an inducible promoter, a repressible 
promoter, or a constitutive promoter, and may be selected from the group consisting of 
VEGF, VEGFR, and TIE2. 

In alternative embodiments, the vector further comprises a second selectable 
15 marker and at least one target polynucleotide sequence is located between the second 
selectable marker and the first selectable marker. Additionally, the second selectable 
marker may provide a negative selection and may be selected from the group consisting 
of adenosine deaminase, thymidine kinase, and dihydrofolate reductase. 

The vectors described above may be circular and may contain at least one 
20 restriction site whose cleavage results in a linear vector having the following 

arrangement of elements: target polynucleotide sequence - (a) - targeting polynucleotide 
sequences or target polynucleotide sequence - (a) - targeting polynucleotide sequences - 
(second selectable marker). 

The coding sequences of the reporter expression cassette present in the vector 
25 may comprise codons that are optimal for expression in a host system into which the 
expression cassette is to be introduced. Additionally, the targeting polynucleotide 
sequences from single-copy, non-essential genes may be selected from the group 
consisting of vitronectin, fosB, and galactin 3. 

The light-generating protein in the mammals and methods described above may 
30 be derived from either procaryotic or eucaryotic sources and, in particularly preferred 
embodiments, the light generating protein is a luciferase. 



WO 01/18225 



PCT/US99/3O078 



These and other embodiments of the present invention will be apparent to those 
of skill in the art in view of the teachings herein. 
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BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 is a schematic depicting construction of the pTK53 vector. 
Polynucleotides encoding PGK-P, Neo and TK and 5' and 3' linkers are introduced into 
5 a pKS backbone to produce the vector designated pTK53. 

Figure 2 is schematic depicting construction of the pTK-LucR and pTK-LucYG 
vectors. For pTK-LucR, a polynucleotide encoding LucR is introduced into pTK53. 
Thus, the pTK-LucR construct contains the PGK-P gene, a neomycin (Neo r ) gene, a 
thymidine kinase (TK) gene and sequence encoding red luciferase (Luc-R). For pTK- 
10 LucYG, a polynucleotide encoding LucYG is introduced into pTK53. Thus, the pTK- 
LucYG construct contains the PGK-P gene, a neomycin (Neo 1 ) gene, a thymidine kinase 
(TK) gene and a sequence encoding yellow-green luciferase (Luc-YG). 

Figures 3A is a schematic depicting the vector pTKLR-Vn. Sequences 
homologous to the vitronectin gene are inserted into pTK-LucR such that they flank the 
15 Neo r gene and the Luc-R coding sequence. Figure 3B is a schematic depicting targeting 
of the linearized pTKLR-Vn vector to the vitronectin chromosomal locus. The VEGF 
promoter is cloned into the polylinkers between Neo and Luc-R. Upon homologous 
recombination, the Neo-VEGF-LucR transgene is inserted into the Vn gene. In the 
figure, (A) shows the targeting vector pTKLR-Vn and (B) shows the mouse vitronectin 
20 gene. In the figure, Neo - neomycin resistance encoding sequences; TK - thymidine 
kinase encoding sequences; LucR - red luciferase from pGL3Red (Dr. Christopher 
Contag, Stanford University, Stanford, CA). Regions bearing Vn gene translational start 
and stop codons are indicated with arrows. Poly(A) sequences are placed upstream of the 
polylinker to prevent or minimize read-through translation. Figure 3C shows the 
25 nucleotide sequence of vitronectin (SEQ ID NO:38). 

Figure 4A is a schematic depicting the vector pTKLG-Fos. Sequences 
homologous to the FosB gene are inserted into pTK-LucYG such that they flank the Neo r 
gene and the Luc-YG coding sequence. Figure 4B shows the nucleotide sequence of 
FosB (SEQIDNO:39). 

30 Figure 5A is a schematic depicting targeting of the linearized pTKLG-Fos vector 

to the FosB chromosomal locus. The VEGFR2 promoter is cloned into the polylinkers 
between Neo and Luc-YG. Upon homologous recombination, the Neo-VEGFR2-LucYG 
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transgene will be inserted into a sequence associated with production of FosB. In the 
figure, (A) shows the targeting vector, and (B) shows the mouse target gene. In the 
figure, Neo - neomycin resistance encoding sequences; TK - thymidine kinase encoding 
sequences; LucYG - yellow green luciferase from pGL3-control vector (Promega, 
5 Madison, WI). Regions bearing FosB gene translational start and stop codons are 
indicated with arrows. Poly(A) sequences are placed upstream of the polylinker to 
prevent or minimize read-through translation. Figure 5B is a schematic depicting 
targeting of the linearized pTKLG-Fos vector to the FosB chromosomal locus. The 
TDE2 promoter is cloned into the polylinkers between Neo and Luc-R. Upon 
10 homologous recombination, the Neo-Tie2-LucYG transgene is inserted into the FosB 
gene. In the figure, (A) shows the targeting vector, and (B) shows the mouse target gene. 
In the figure, Neo - neomycin resistance encoding sequences; TK - thymidine kinase 
encoding sequences; LucYG - yellow green luciferase from pGL3-control vector 
(Promega). Regions bearing FosB gene translational start and stop codons are indicated 
1 5 with arrows. Poly(A) sequences are placed upstream of the polylinker to prevent or 
minimize read-through translation. 

Figure 6 depicts PCR conditions for genomic screening for promoters useful in 
exemplary targeting constructs of the present invention. 

Figure 7 depicts generation of targeted transgenic mice using the targeting 
20 vectors described herein. 

Figure 8 depicts of schematic representation of Southern blot analysis of 
homologous DNA recombination between pTKLG-Fos targetting vector and the FosB 
gene. 

Figure 9 depicts generation of targeted transgenic mice, using the targeting 
25 vectors described herein, and crosses using such transgenics as well as their offspring 
(Fl, first generation; F2, second generation). 

Figure 10 depicts crosses using transgenic mice of the present invention to 
generate dual luciferase transgenic mice. 
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MODES FOR CARRYING OUT THE INVENTION 
Throughout this application, various publications, patents, and published patent 
applications are referred to by an identifying citation. The disclosures of these 
publications, patents, and published patent specifications referenced in this application 
5 are included to more fully describe the state of the art to which this invention pertains. 

The practice of the present invention will employ, unless otherwise indicated, 
conventional techniques of molecular biology, microbiology, cell biology and 
recombinant DNA, which are within the skill of the art. See, e.g., Sambrook, Fritsch, 
and Maniatis, MOLECULAR CLONING: A LABORATORY MANUAL, 2nd edition 
10 (1989); CURRENT PROTOCOLS IN MOLECULAR BIOLOGY, (KM. Ausubel et al. 
eds., 1987); the series METHODS IN ENZYMOLOGY (Academic Press, Inc.); PCR 2: 
A PRACTICAL APPROACH (M J. McPherson, B.D. Haines and G.R. Taylor eds., 
1995) and ANIMAL CELL CULTURE (R.I. Freshney. Ed., 1987). 

As used in this specification and the appended claims, the singular forms "a," 
15 "an" and "the" include plural references unless the content clearly dictates otherwise. 
Thus, for example, reference to "an antigen" includes a mixture of two or more such 
agents. 

Definitions 

20 As used herein, certain terms will have specific meanings. 

The terms "nucleic acid molecule" and "polynucleotide" are used interchangeably 
to and refer to a polymeric form of nucleotides of any length, either 
deoxyribonucleotides or ribonucleotides, or analogs thereof. Polynucleotides may have 
any three-dimensional structure, and may perform any function, known or unknown. 

25 Non-limiting examples of polynucleotides include a gene, a gene fragment, exons, 
introns, messenger RNA (mRNA), transfer RNA, ribosomal RNA, ribozymes, cDNA, 
recombinant polynucleotides, branched polynucleotides, plasmids, vectors, isolated DNA 
of any sequence, isolated RNA of any sequence, nucleic acid probes, and primers. 

A polynucleotide is typically composed of a specific sequence of four nucleotide 

30 bases: adenine (A); cytosine (C); guanine (G); and thymine (T) (uracil (U) for thymine 
(T) when the polynucleotide is RNA). Thus, the term polynucleotide sequence is the 
alphabetical representation of a polynucleotide molecule. This alphabetical 
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representation can be input into databases in a computer having a central processing unit 
and used for bioinformatics applications such as functional genomics and homology 
searching. 

A "coding sequence" or a sequence which "encodes" a selected polypeptide, is a 
5 nucleic acid molecule which is transcribed (in the case of DNA) and translated (in the 
case of mRNA) into a polypeptide, for example, in vivo when placed under the control of 
appropriate regulatory sequences (or "control elements"). The boundaries of the coding 
sequence are typically determined by a start codon at the 5' (amino) terminus and a 
translation stop codon at the 3 1 (carboxy) terminus. A coding sequence can include, but 

10 is not limited to, cDNA from viral, procaryotic or eucaryotic mRNA, genomic DNA 
sequences from viral or procaryotic DNA, and even synthetic DNA sequences. A 
transcription termination sequence may be located 3' to the coding sequence. Other 
"control elements" may also be associated with a coding sequence. A DNA sequence 
encoding a polypeptide can be optimized for expression in a selected cell by using the 

15 codons preferred by the selected cell to represent the DNA copy of the desired 

polypeptide coding sequence. "Encoded by" refers to a nucleic acid sequence which 
codes for a polypeptide sequence, wherein the polypeptide sequence or a portion thereof 
contains an amino acid sequence of at least 3 to 5 amino acids, more preferably at least 8 
to 10 amino acids, and even more preferably at least 15 to 20 amino acids from a 

20 polypeptide encoded by the nucleic acid sequence. Also encompassed are polypeptide 
sequences which are immunologically identifiable with a polypeptide encoded by the 
sequence. 

Typical "control elements", include, but are not limited to, transcription 
promoters, transcription enhancer elements, transcription termination signals, 

25 polyadenylation sequences (located 3' to the translation stop codon), sequences for 
optimization of initiation of translation (located 5* to the coding sequence), translation 
enhancing sequences, and translation termination sequences. Transcription promoters 
can include inducible promoters (where expression of a polynucleotide sequence 
operably linked to the promoter is induced by an analyte, cofactor, regulatory protein, 

30 etc.), repressible promoters (where expression of a polynucleotide sequence operably 
linked to the promoter is induced by an analyte, cofactor, regulatory protein, etc.), and 
constitutive promoters. 
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"Expression enhancing sequences" typically refer to control elements that 
improve transcription or translation of a polynucleotide relative to the expression level in 
the absence of such control elements (for example, promoters, promoter enhancers, 
enhancer elements, and translational enhancers (e.g., Shine and Delagarno sequences)). 
5 "Purified polynucleotide" refers to a polynucleotide of interest or fragment 

thereof which is essentially free, e.g., contains less than about 50%, preferably less than 
about 70%, and more preferably less than about 90%, of the protein with which the 
polynucleotide is naturally associated. Techniques for purifying polynucleotides of 
interest are well-known in the art and include, for example, disruption of the cell 
10 containing the polynucleotide with a chaotropic agent and separation of the 
polynucleotide(s) and proteins by ion-exchange chromatography, affinity 
chromatography and sedimentation according to density. 

A "heterologous sequence" as used herein is typically refers to either (i) a nucleic 
acid sequence that is not normally found in the cell or organism of interest, or (ii) a 
15 nucleic acid sequence introduced at a genomic site wherein the nucleic acid sequence 
does not normally occur in nature at that site. For example, a DNA sequence encoding a 
polypetide can be obtained from yeast and introduced into a bacterial cell. In this case 
the yeast DNA sequence is "heterologous" to the native DNA of the bacterial cell. 
Alternatively, a promoter sequence from a Tie2 gene can be introduced into the genomic 
20 location of nfosB gene. In this case the Tie2 promoter sequence is "heterologous" to the 
native fosB genomic sequence. 

A "polypeptide" is used in it broadest sense to refer to a compound of two or 
more subunit amino acids, amino acid analogs, or other peptidomimetics. The subunits 
may be linked by peptide bonds or by other bonds, for example ester, ether, etc. As used 
25 herein, the term "amino acid" refers to either natural and/or unnatural or synthetic amino 
acids, including glycine and both the D or L optical isomers, and amino acid analogs and 
peptidomimetics. A peptide of three or more amino acids is commonly called an 
oligopeptide if the peptide chain is short. If the peptide chain is long, the peptide is 
typically called a polypeptide or a protein. 
30 "Operably linked" refers to an arrangement of elements wherein the components 

so described are configured so as to perform their usual function. Thus, a given 
promoter that is operably linked to a coding sequence (e.g., a reporter expression 
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cassette) is capable of effecting the expression of the coding sequence when the proper 
enzymes are present. The promoter or other control elements need not be contiguous 
with the coding sequence, so long as they function to direct the expression thereof. For 
example, intervening untranslated yet transcribed sequences can be present between the 
5 promoter sequence and the coding sequence and the promoter sequence can still be 
considered "operably linked" to the coding sequence. 

"Recombinant" as used herein to describe a nucleic acid molecule means a 
polynucleotide of genomic, cDNA, semisynthetic, or synthetic origin which, by virtue of 
its origin or manipulation: (1) is not associated with all or a portion of the polynucleotide 

10 with which it is associated in nature; and/or (2) is linked to a polynucleotide other than 
that to which it is linked in nature. The term "recombinant" as used with respect to a 
protein or polypeptide means a polypeptide produced by expression of a recombinant 
polynucleotide. "Recombinant host cells," "host cells," "cells," "cell lines," "cell 
cultures," and other such terms denoting procaryotic microorganisms or eucaryotic cell 

15 lines cultured as unicellular entities, are used interchangeably, and refer to cells which 
can be, or have been, used as recipients for recombinant vectors or other transfer DNA, 
and include the progeny of the original cell which has been transfected. It is understood 
that the progeny of a single parental cell may not necessarily be completely identical in 
morphology or in genomic or total DNA complement to the original parent, due to 

20 accidental or deliberate mutation. Progeny of the parental cell which are sufficiently 
similar to the parent to be characterized by the relevant property, such as the presence of 
a nucleotide sequence encoding a desired peptide, are included in the progeny intended 
by this definition, and are covered by the above terms. An "isolated polynucleotide" 
molecule is a nucleic acid molecule separate and discrete from the whole organism with 

25 which the molecule is found in nature; or a nucleic acid molecule devoid, in whole or 
part, of sequences normally associated with it in nature; or a sequence, as it exists in 
nature, but having heterologous sequences (as defined below) in association therewith. 

Techniques for determining nucleic acid and amino acid "sequence identity" also 
are known in the art. Typically, such techniques include determining the nucleotide 

30 sequence of the mRNA for a gene and/or determining the amino acid sequence encoded 
thereby, and comparing these sequences to a second nucleotide or amino acid sequence. 
In general, "identity" refers to an exact nucleotide-to-nucleotide or amino acid-to-amino 
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acid correspondence of two polynucleotides or polypeptide sequences, respectively. 
Two or more sequences (polynucleotide or amino acid) can be compared by determining 
their "percent identity." The percent identity of two sequences, whether nucleic acid or 
amino acid sequences, is the number of exact matches between two aligned sequences 

5 divided by the length of the shorter sequences and multiplied by 100. An approximate 
alignment for nucleic acid sequences is provided by the local homology algorithm of 
Smith and Waterman, Advances in Applied Mathematics 2:482-489 (1981). This 
algorithm can be applied to amino acid sequences by using the scoring matrix developed 
by Davhoff. Atlas of Protein Sequences and Structure . M.O. Dayhoff ed., 5 suppl. 3:353- 

10 358, National Biomedical Research Foundation, Washington, D.C, USA, and 

normalized by Gribskov, Nucl. Acids Res. 14(6):6745-6763 (1986). An exemplary 
implementation of this algorithm to determine percent identity of a sequence is provided 
by the Genetics Computer Group (Madison, WI) in the "BestFit" utility application. The 
default parameters for this method are described in the Wisconsin Sequence Analysis 

15 Package Program Manual, Version 8 (1995) (available from Genetics Computer Group, 
Madison, WI). A preferred method of establishing percent identity in the context of the 
present invention is to use the MPSRCH package of programs copyrighted by the 
University of Edinburgh, developed by John F. Collins and Shane S. Sturrok, and 
distributed by IntelliGenetics, Inc. (Mountain View, CA). From this suite of packages 

20 the Smith-Waterman algorithm can be employed where default parameters are used for 
the scoring table (for example, gap open penalty of 12, gap extension penalty of one, and 
a gap of six). From the data generated the "Match" value reflects "sequence identity." 
Other suitable programs for calculating the percent identity or similarity between 
sequences are generally known in the art, for example, another alignment program is 

25 BLAST, used with default parameters. For example, BLASTN and BLASTP can be 
used using the following default parameters: genetic code = standard; filter = none; 
strand = both; cutoff = 60; expect = 10; Matrix = BLOSUM62; Descriptions = 50 
sequences; sort by = HIGH SCORE; Databases = non-redundant, GenBank + EMBL + 
DDBJ + PDB + GenBank CDS translations + Swiss protein + Spupdate + PIR. Details 

30 of these programs can be found at the following internet address: 

http://www.ncbi.nlm.gov/cgi-bin/BLAST. When claiming sequences relative to 
sequences of the present invention, the desired degrees of sequence identity are at least 
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80%, 85-90%, preferably 92%, more preferably 95%, and even more preferably 98% 
sequence identity to the reference sequence (i.e., the sequences of the present invention). 

Alternatively, the degree of sequence similarity between polynucleotides can be 
determined by hybridization of polynucleotides under conditions that form stable 

5 duplexes between homologous regions, followed by digestion with single-stranded- 
specific nuclease(s), and size determination of the digested fragments. Two DNA, or 
two polypeptide sequences are "substantially homologous" to each other when the 
sequences exhibit at least about 80%-85%, preferably at least about 85%-90%, more 
preferably at least about 90%-95%, and most preferably at least about 95%-98% 

10 sequence identity over a defined length of the molecules, as determined using the 
methods above. As used herein, substantially homologous also refers to sequences 
showing complete identity to the specified DNA or polypeptide sequence. DNA 
sequences that are substantially homologous can be identified in a Southern 
hybridization experiment under, for example, stringent conditions, as defined for that 

15 particular system. Defining appropriate hybridization conditions is within the skill of the 
art. See, e.g., Sambrook et al., supra; DNA Cloning, supra; Nucleic Acid Hybridization, 
supra. 

Two nucleic acid fragments are considered to "selectively hybridize" as described 
herein. The degree of sequence identity between two nucleic acid molecules affects the 

20 efficiency and strength of hybridization events between such molecules. A partially 
identical nucleic acid sequence will at least partially inhibit a completely identical 
sequence from hybridizing to a target molecule. Inhibition of hybridization of the 
completely identical sequence can be assessed using hybridization assays that are well 
known in the art (e.g., Southern blot, Northern blot, solution hybridization, or the like, 

25 see Sambrook, et al., Molecular Cloning: A Laboratory Manual, Second Edition, (1989) 
Cold Spring Harbor, N.Y.). Such assays can be conducted using varying degrees of 
selectivity, for example, using conditions varying from low to high stringency. If 
conditions of low stringency are employed, the absence of non-specific binding can be 
assessed using a secondary probe that lacks even a partial degree of sequence identity 

30 (for example, a probe having less than about 30% sequence identity with the target 

molecule), such that, in the absence of non-specific binding events, the secondary probe 
will not hybridize to the target. 
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When utilizing a hybridization-based detection system, a nucleic acid probe is 
chosen that is complementary to a target nucleic acid sequence, and then by selection of 
appropriate conditions the probe and the target sequence "selectively hybridize," or bind, 
to each other to form a hybrid molecule. A nucleic acid molecule that is capable of 

5 hybridizing selectively to a target sequence under "moderately stringent" typically 
hybridizes under conditions that allow detection of a target nucleic acid sequence of at 
least about 10-14 nucleotides in length having at least approximately 70% sequence 
identity with the sequence of the selected nucleic acid probe. Stringent hybridization 
conditions typically allow detection of target nucleic acid sequences of at least about 10- 

10 14 nucleotides in length having a sequence identity of greater than about 90-95% with 
the sequence of the selected nucleic acid probe. Hybridization conditions useful for 
probe/target hybridization where the probe and target have a specific degree of sequence 
identity, can be determined as is known in the art (see, for example, Nucleic Acid 
Hybridization: A Practical Approach , editors B.D. Hames and SJ. Higgins, (1985) 

15 Oxford; Washington, DC; IRL Press). 

With respect to stringency conditions for hybridization, it is well known in the art 
that numerous equivalent conditions can be employed to establish a particular stringency 
by varying, for example, the following factors: the length and nature of probe and target 
sequences, base composition of the various sequences, concentrations of salts and other 

20 hybridization solution components, the presence or absence of blocking agents in the 
hybridization solutions (e.g., formamide, dextran sulfate, and polyethylene glycol), 
hybridization reaction temperature and time parameters, as well as, varying wash 
conditions. The selection of a particular set of hybridization conditions is selected 
following standard methods in the art (see, for example, Sambrook, et aL, Molecular 

25 Cloning: A Laboratory Manual . Second Edition, (1989) Cold Spring Harbor, N.Y.). 

A "vector" is capable of transferring gene sequences to target cells. Typically, 
"vector construct," "expression vector," and "gene transfer vector," mean any nucleic 
acid construct capable of directing the expression of a gene of interest and which can 
transfer gene sequences to target cells. Thus, the term includes cloning, and expression 

30 vehicles, as well as integrating vectors. 

"Nucleic acid expression vector" or "expression cassette" refers to an assembly 
which is capable of directing the expression of a sequence or gene of interest. The 
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nucleic acid expression vector includes a promoter which is operably linked to the 
sequences or gene(s) of interest. Other control elements may be present as well. 
Expression cassettes described herein may be contained within a plasmid construct. In 
addition to the components of the expression cassette, the plasmid construct may also 
5 include a bacterial origin of replication, one or more selectable markers, a signal which 
allows the plasmid construct to exist as single-stranded DNA (e.g., a M13 origin of 
replication), a multiple cloning site, and a "mammalian" origin of replication (e.g., a 
SV40 or adenovirus origin of replication). 

An "expression cassette" comprises any nucleic acid construct capable of 
10 directing the expression of a gene/coding sequence of interest. Such cassettes can be 
constructed into a "vector," "vector construct," "expression vector," or "gene transfer 
vector," in order to transfer the expression cassette into target cells. Thus, the term 
includes cloning and expression vehicles, as well as viral vectors. 

"Luciferase," unless stated otherwise, includes prokaryotic and eukaryotic 
15 luciferases, as well as variants possessing varied or altered optical properties, such as 
luciferases that produce different colors of light (e.g., Kajiyama, N., and Nakano, E., 
Protein Engineering 4(6):691-693 (1991)). 

"Light-generating" is defined as capable of generating light through a chemical 
reaction or through the absorption of radiation. 
20 A "light generating protein" or "light-emitting protein" is a protein capable of 

generating light in the visible spectrum (between approximately 350 nm and 800 nm). 
Examples include bioluminescent protiens such as luciferases, e.g., bacterial and firefly 
luciferases, as well as fluorescent proteins such as green fluorescent protein (GFP). 

"light" is defined herein, unless stated otherwise, as electromagnetic radiation 
25 having a wavelength of between about 300 nm and about 1 1 00 nm. 

"Animal" as used herein typically refers to a non-human mammal, including, 
without limitation, farm animals such as cattle, sheep, pigs, goats and horses; domestic 
mammals such as dogs and cats; laboratory animals including rodents such as mice, rats 
and guinea pigs; birds, including domestic, wild and game birds such as chickens, 
30 turkeys and other gallinaceous birds, ducks, geese, and the like. The term does not 
denote a particular age. Thus, both adult and newborn individuals are intended to be 
covered. 
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A "transgenic animal" refers to a genetically engineered animal or offspring of 
genetically engineered animals. A transgenic animal usually contains material from at 
least one unrelated organism* such as from a virus, plant, or other animal. The "non- 
human animals" of the invention include vertebrates suclras rodents, non-human 

5 primates, sheep, dogs, cows, amphibians, birds, fish, insects, reptiles, etc. The term 
"chimeric animal" is used to refer to animals in which the heterologous gene is found, or 
in which the heterologous gene is expressed in some but not all cells of the animal. 

"Analyte" as used herein refers to any compound or substance whose effects 
(e.g., induction or repression of a specific promoter) can be evaluated using the test 

10 animals and methods of the present invention. Such analytes include, but are not limited 
to, chemical compounds, pharmaceutical compounds, polypeptides, peptides, 
polynucleotides, and polynucleotide analogs. Many organizations (e.g., the National 
Institutes of Health, pharmaceutical and chemical corporations) have large libraries of 
chemical or biological compounds from natural or synthetic processes, or fermentation 

15 broths or extracts. Such compounds/analytes can be employed in the practice of the 
present invention. 

As used herein, the term "positive selection marker" refers to a gene encoding a 
product that enables only the cells that carry the gene to survive and/or grow under 
certain conditions. For example, plant and animal cells that express the introduced 

20 neomycin resistance (Neo r ) gene are resistant to the compound G41 8. Cells that do not 
carry the Neo r gene marker are killed by G41 8. Other positive selection markers will be 
known to those of skill in the art. Typically, positive selection markers encode products 
that can be readily asssayed. Thus, positive selection markers can be used to determine 
whether a particular DNA construct has been introduced into a cell, organ or tissue. 

25 "Negative selection marker*' refers to gene encoding a product which can be used 

to selectively kill and/or inhibit growth of cells under certain conditions. Non-limiting 
examples of negative selection inserts include a herpes simplex virus (HSV)-thymidine 
kinase (TK) gene. Cells containing an active HSV-TK gene are incapable of growing in 
the presen'ce of gangcylovir or similar agents. Thus, depending on the substrate, some 

30 gene products can act as either positive or negative selection markers. 

The term "homologous recombination" refers to the exchange of DNA fragments 
between two DNA molecules or chromatids at the site of essentially identical nucleotide 
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sequences. It is understood that substantially homologous sequences can accommodate 
insertions, deletions, and substitutions in the nucleotide sequence. Thus, linear 
sequences of nucleotides can be essentially identical even if some of the nucleotide 
residues do not precisely correspond or align (see, above). 

5 A "knock-out" mutation refers to partial or complete loss of expression of at least 

a portion the target gene. Examples of knock-out mutations include, but are not limited 
to, gene-replacement by heterologous sequences, gene disruption by heterologous 
sequences, and deletion of essential elements of the gene (e.g., promoter region, portions 
of a coding sequence). A "knock-out" mutation is typically identified by the phenotype 

10 generated by the mutation. 

A "single-copy gene" as used herein refers to a gene represented in an organism's 
genome only by a single copy at a particular chromosomal locus. Accordingly, a diploid 
organism has two copies of the gene and both copies occur at the same chromosomal 
location. 

15 A "gene" as used in the context of the present invention is a sequence of 

nucleotides in a genetic nucleic acid (chromosome, plasmid, etc.) with which a genetic 
function is associated. A gene is a hereditary unit, for example of an organism, 
comprising a polynucleotide sequence (e.g., a DNA sequence for mammals) that 
occupies a specific physical location (a "gene locus" or "genetic locus") within the 

20 genome of an organism. A gene can encode an expressed product, such as a polypeptide 
or a polynucleotide (e.g., tRNA). Alternatively, a gene may define a genomic location 
for a particular event/function, such as the binding of proteins and/or nucleic acids (e.g., 
phage attachment sites), wherein the gene does not encode an expressed product. 
Typically, a gene includes coding sequences, such as, polypeptide encoding sequences, 

25 and non-coding sequences, such as, promoter sequences, poly-adenlyation sequences, 
transcriptional regulatory sequences (e.g., enhancer sequences). Many eucaryotic genes 
have "exons" (coding sequences) interrupted by "introns" (non-coding sequences). In 
certain cases, a gene may share sequences with another gene(s) (e.g., overlapping genes). 
"Isogenic" means two or more organisms or cells that are considered to be 

30 genetically identical. "Substantially isogenic" means two or more organisms or cells 
wherein, at the majority of genetic loci (e.g., greater than 99.000%, preferably more than 
99.900%, more preferably greater than 99.990%, even more preferably greater than 
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99.999%), there exists genetic identity between the organisms or cells being compared. 
In the context of the present invention, two organisms (for example, mice) are considered 
to be "substantially isogenic" if, for example, inserted transgenes are the primary 
differences between the genetic make-up of the mice being compared. Further, if, for 
5 example, the genetic backgrounds of the mice being compared are the same with the 
exception that one of the mice has one or several defined mutation(s) (for example, 
affecting coat color), then these mice are considered to be substantially isogenic. An 
example of two strains of substantially isogenic mice are C57BL/6 and C57BL/6-Tyr 
C2j/+. 

10 A "pseudogene" as used herein, refers to a type of gene sequence found in the 

genomes, typically, of eucaryotes, where the sequence closely resembles a known 
functional gene, but differs in that the pseudogene is non-functional. For example, the 
pseudogene sequence may contain several stop codons in what would correspond to an 
open reading frame in the functional gene. Pseudogenes can also have deletions or 

15 insertions relative to their corresponding functional gene. If, for example, in a genome 
there is a functional gene and a related pseudogene, the functional gene is considered to 
be a single-copy gene (accordingly, the pseudogene is considered to be single-copy as 
well). 

A "non-essential gene" refers to a gene whose deletion, disruption, elimination, 
20 reduction of gene function, or mutation is non-lethal, and does not obviously adversely 
affect the organisms' ability to mature and reproduce. A "non-essential gene with no 
phenotype" refers to a non-essential gene whose deletion, disruption, elimination, 
reduction of gene function or mutation has no deleterious effect on the organism. 
Typically there are no phenotypically reflected gene dosage effects associated with 
25 modification of a non-essential gene with no phenotype - for example, deletion, 
disruption or mutation of both copies of a non-essential gene with no phenotype in a 
diploid organism has essentially the same effect as deletion, disruption, or mutation of 
one of the two copies present in the diploid organism. In the context of the present 
invention, a non-essential gene is typically one whose function has been eliminated (e.g., 
30 by a deletion mutation) and such elimination of function was non-lethal and the organism 
developed, matured, and was able to reproduce. 
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The "native sequence" or "wild-type sequence" of a gene is the polynucleotide 
sequence that comprises the genetic locus corresponding to the gene, e.g., all regulatory 
and open-reading frame coding sequences required for expression of a completely 
functional gene product as they are present in the wild-type genome of an organism. The 

5 native sequence of a gene can include, for example, transcriptional promoter sequences, 
translation enhancing sequences, introns, exons, and poly-A processing signal sites. It is 
noted that in the general population, wild-type genes may include multiple prevalent 
versions that contain alterations in sequence relative to each other and yet do not cause a 
discernible pathological effect. These variations are designated "polymorphisms" or 

10 "allelic variations." 

By "replacement sequence" is meant a polynucleotide sequence that is substituted 
for at least a portion of the native or wild-type sequence of a gene. 

"Linear vector" or "linearized vector," as used herein, is a vector having two 
ends. For example, circular vectors, such as plasmids, can be linearized by digestion 

15 with a restriction endonuclease that cuts at a single site in the plasmid. Preferably, the 
targeting vectors described herein are linearized such that the ends are not within the 
targeting sequences. 

General Overview 

20 The present invention relates to vector constructs and methods of creating 

transgenic animals to be used, for example, as test systems. Methods of using the 
animals of the present invention include, but are not limited to, using these animals for 
studies involving tumor growth and other disease conditions. In the practice of the 
present invention, transgenic, non-human mammals are constructed where a single-copy, 

25 non-essential gene is replaced by a reporter expression cassette, preferably a gene 

encoding a light-generating protein, such as a luciferase-encoding gene, operably linked 
to a promoter. A variety of promoters are useful in the practice of the present invention, 
for example, promoters derived from genes associated with tumorigenesis or 
angiogenesis. Thus, an exemplary promoter can be one that is associated with proteins 

30 induced during tumorigenesis, for instance in the presence of tumor generating 

compounds or of tumors themselves. In this way, expression of the reporter cassette is 
induced in the animal when, for example, tumors are present, and progression of the 
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tumor can be evaluated by non-invasive imaging methods using the whole animal. 
Another exemplary promoter is one that is derived from a gene associated with 
angiogenesis. Because the promoter is linked to a reporter such as luciferase, non- 
invasive monitoring of the progression of angiogenesis is possible. 

5 Various forms of the different embodiments of the invention, described herein, 

may be combined. 

Non-invasive imaging and/or detecting of light-emitting conjugates in 
mammalian subjects was described in U.S. Patent No. 5,650,135, by Contag, et al. f 
issued 22 July 1997. This imaging technology can be used in the practice of the present 

10 invention in view of the teachings of the present specification. In the imaging method, 
the conjugates contain a biocompatible entity and a light-generating moiety. 
Biocompatible entities include, but are not limited to, small molecules such as cyclic 
organic molecules; macromolecules such as proteins; microorganisms such as viruses, 
bacteria, yeast and fungi; eukaryotic cells; all types of pathogens and pathogenic 

15 substances; and particles such as beads and liposomes. In another aspect, biocompatible 
entities may be all or some of the cells that constitute the mammalian subject being 
imaged, for example, cells carrying the vector constructs of the present invention 
expressing a reporter expression cassette. 

Light-emitting capability is conferred on the biocompatible entities by the 

20 conjugation of a light-generating moiety. Such moieties include fluorescent molecules, 
fluorescent proteins, enzymatic reactions giving off photons and luminescent substances, 
such as bioluminescent proteins. In the context of the present invention, light emitting 
capability is typically confered on target cells by having at least one copy of a light- 
generating protein, e.g., a luciferase, present. In preferred embodiments, luciferase is 

25 operably linked to appropriate control elements which can facilitate expression of a 

polypeptide having luciferase activity. Substrates of luciferase can be endogenous to the 
cell or applied to the cell or system (e.g., injection into a transgenic mouse, having cells 
carrying a luciferase construct, of a suitable substrate for the luciferase, for example, 
luciferin). The conjugation may involve a chemical coupling step, genetic engineering of 

30 a fusion protein, or the transformation of a cell, microorganism or animal to express a 
light-generating protein. 
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Targeting Constructs 

The targeting cassettes described herein typically include the following 
components: (1) a suitable vector backbone; (2) a polynucleotide encoding a light 
generating protein (3) a promoter operably linked to the light generating protein- 

5 encoding gene, wherein the promoter is heterologous to the light generating protein 
coding sequences; (4) a sequence encoding a positive selection marker; (5) insertion sites 
flanking the sequence encoding the positive selection marker and the polynucleotide 
encoding a light generating protein gene, for insertion of sequences which target a 
single-copy, non-essential chromosomal gene; and, optionally, (6) a sequence encoding a 

10 negative selection marker. Exemplary targeting constructs are shown in Figures 3B, 5 A 
and SB and described in Examples 1-3. 

Suitable vector backbones generally include an Fl origin of replication; a colEl 
plasmid-derived origin of replication; polyadenylation sequence(s); sequences encoding 
antibiotic resistance (e.g., ampicillin resistance) and other regulatory or control elements. 

15 Non-limiting examples of appropriate backbones include: pBluescriptSK (Stratagene, La 
Jolla, CA); pBluescriptKS (Stratagene, La Jolla, CA) and other commercially available 
vectors. 

In one aspect of the invention the light generating protein is luciferase. 
Luciferase coding sequences useful in the practice of the present invention include, but 

20 are not limited to, sequences obtained from lux genes (procaryotic genes encoding a 
luciferase activity) and luc genes (eucaryotic genes encoding a luciferase activity). A 
variety of luciferase encoding genes have been identified including, but not limited to, 
the following: B.A. Sherf and K.V. Wood, U.S. Patent No. 5,670,356, issued 23 
September 1997; Kazami, J., et al., U.S. Patent No. 5,604,123, issued 18 February 1997; 

25 S. Zenno, et ai, U.S. Patent No. 5,618,722; K.V. Wood, U.S. Patent No. 5,650,289, 
issued 22 July 1997; K.V. Wood, U.S. Patent No. 5,641,641, issued 24 June 1997; N. 
Kajiyama and E. Nakano, U.S. Patent No. 5,229,285, issued 20 July 1993; MJ. Cormier 
and W.W. Lorenz, U.S. Patent No. 5,292,658, issued 8 March 1994; MJ. Cormier and 
W.W. Lorenz, U.S. Patent No. 5,418,155, issued 23 May 1995; de Wet, J.R., et al, 

30 Molec. Cell Biol 7:725-737, 1987; Tatsumi, H.N., et al, Biochinu Biophys. Acta 
1 131:161-165, 1992; and Wood, K.V., et al, Science 244:700-702, 1989. Eukaryotic 
luciferase catalyzes a reaction using luciferin as a luminescent substrate to produce light, 
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whereas prokaryotic luciferase catalyzes a reaction using an aldehyde as a luminescent 
substrate to produce light. 

Wild-type firefly lucif erases typically have an emission maxima at about 550 nm. 
Numerous variants with differing emission maxima have also been studied. For 

5 example, Kajiyama and Nakano (Protein Eng. 4(6):691-693, 1991; U.S. Patent No. 
5,330,906, issued 19 July 1994) teach five variant firefly luciferases generated by single 
amino acid changes to the Luciola cruciata luciferase coding sequence. The variants 
have emission peaks of 558 nm, 595 nm, 607 nm, 609 nm and 612 nm. A yellow-green 
luciferase with an emission peak of about 540 nm is commerically available from 

10 Promega, Madison, WI under the name pGL3. A red luciferase with an emission peak of 
about 610 nm is described, for example, in Contag et al. (1998) NaU Med. 4:245-247 and 
Kajiyama et al. (1991) ProL Eng. 4:691-693. 

Positive selection markers include any gene which a product that can be readily 
asssayed. Examples include, but are not limited to, a hprt gene (Littlefield, J. W., 

15 Science 145:709-710 (1964)), a xanthine-guanine phosphoribosyltransferase (gpt) gene, 
or an adenosine phosphoribosyltransferase (aprt) gene (Sambrook et al., supra), a 
thymidine kinase gene (i.e "TK") and especially the TK gene of herpes simplex virus 
(Giphart-Gassler, M. et al., Mutat. Res. 214:223-232 (1989)), a nptH gene (Thomas, K. 
R. et al, Cell 51:503-512 (1987); Mansour, S. L. et al., Nature 336:348-352 (1988)), or 

20 other genes which confer resistance to amino acid or nucleoside analogues, or 
antibiotics, etc, for example, gene sequences which encode enzymes such as 
dihydrofolate reductase (DHFR) enzyme, adenosine deaminase (ADA), asparagine 
synthetase (AS), hygromycin B phosphotransferase, or a CAD enzyme (carbamyl 
phosphate synthetase, aspartate transcarbamylase, and dihydroorotase). Addition of the 

25 appropriate substrate of the positive selection marker can be used to determine if the 
product of the positive selection marker is expressed, for example cells which do not 
express the positive selection marker nptll, are killed when exposed to the substrate 
G41 8 (Gibco BRL Life Technology, Gaithersburg, MD). 

The targeting vector typically contains insertion sites for inserting targeting 

30 sequences (e.g., sequences that are substantially homologous to the target sequences in 
the host genome where integration of the targeting vector/expression cassette is desired). 
These insertion sites are preferably included such that there are two sites, one site on 
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either side of the sequences encoding the positive selection marker, light generating 
protein (e.g., luciferase) and the promoter. Insertion sites are, for example, restriction 
endonuclease recognition sites, and can, for example, represent unique restriction sites. 
In this way, the vector can be digested with the appropriate enzymes and the targeting 
5 sequences ligated into the vector. 

Optionally, the targeting construct can contain a polynucleotide encoding a 
negative selection marker. Suitable negative selection markers include, but are not 
limited to, HSV-tk (see, e.g., Majzoub et al. (1996) New Engl J. Med. 334:904-907 and 
U.S. Patent No. 5,464,764), as well as genes encoding various toxins including the 
10 diphtheria toxin, the tetanus toxin, the cholera toxin and the pertussis toxin. A further 
negative selection marker gene is the hypoxanthine-guanine phosphoribosyl transferase 
(HPRT) gene for negative selection in 6-thioguanine. 

Exemplary promoters and single-copy, non-essential genes for use in the vector 
constructs and methods of the present invention are described below. 

15 

Promoters 

The targeting constructs and transgenic animals described herein contain a 
sequence encoding a light generating protein, e.g., luciferase, gene operably linked to a 
promoter. The promoter may be from the same species as the transgenic animal (e.g., 

20 mouse promoter used in construct to make transgenic mouse) or from a different species 
(e.g., human promoter used in construct to make transgenic mouse). The promoter can 
be derived from any gene of interest. In one embodiment of the present invention, the 
promoter is derived from a gene whose expression is induced during angiogenesis, for 
example pathogenic angiogenesis like tumor development Thus, when a tumor begins 

25 to develop in a transgenic animal carrying a vector construct of the present invention, the 
promoter is induced and the animal expresses luciferase, which can then be monitored in 
vivo. 

Exemplary promoters for use in the present invention are selected such that they 
are functional in a cell type and/or animal into which they are being introduced. 
30 Exemplary promoters include, but are not limited to, promoters obtained from the 
following mouse genes: vascular endothelial growth factor (VEGF) (VEGF promoter 
described in U.S. Patent No. 5,916,763; Shima et al. (1996) J. Bio. Chem. 271 :3877- 
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3883; sequence available on NCBI under accession number U41383); VEGFR2, also 
known as FIk-1, (VEGFR-2 promoter described, for example, in Rfinicke et al. (1996) 
Circ. Res. 79:277-285; Patterson et al. (1995) J. Bio. Cherru 270:231 1 1-231 18; Kappel et 
al. (1999) Blood 93:4282-4292; sequence available as accession number X89777 of 

5 NCBI database); Tie2, also known as Tek (Tie2 promoter described, for example, in 
Fadel et al. (1998) Biochenu J. 338:335-343; Schiaeger et al. (1995) Develop. 121:1089- 
1098; Schlager et al. (1997) PNAS USA 94:3058-3063). VEGF is a specific mitogen for 
EC in vitro and a potent angiogenic factor in vivo. In a tumorigenesis study, it was shown 
that VEGF was critical for the initial subcutaneous growth of T-47D breast carcinoma 

10 cells transplanted into nude mice, whereas other angiogenic factors, such as, bFGF can 
compensate for the loss of VEGF after the tumors have reached a certain size (Yoshiji, 
H., et al.,1997 Cancer Research 57: 3924-28). VEGF is a major mediator of aberrant EC 
proliferation and vascular permeability in a variety of human pathologic situation, such 
as, tumor angiogenesis, diabetic retinopathy and rheumatoid arthritis (Benjamin LE, et 

15 al.,1997 PNAS 94: 8761-66; Soker, S., et al.,1998 Cell 92: 735-745). VEGF is 

synthesized by tumor cells in vivo and accumulates in nearby blood vessels. Because 
leaky tumor vessels initiate a cascade of events, which include plasma extravasation and 
which lead ultimately to angiogenesis and tumor stroma formation, VEGF plays a pivotal 
role in promoting tumor growth (Dvorak, H.F., et al., 1991 J Exp Med 174:1275-8). 

20 VEGF expression was upregulated by hypoxia (Shweiki, D., et al., 1992 Nature 359: 
843-5). VEGF is also upregulated by overexpression of v-Src oncogene (Mukhopadhyay. 
D., et al.,1995 Cancer Res. 15: 6161-5), c-SRC (Mukhopadhyay, D., et al., 1995 Nature 
375: 577-81), and mutant ras oncogene (Plate, K.H., et al., 1992 Nature 359: 845-8). 
The tumor suppressor p53 downregulates VEGF expression (Mukhopadhyay. D., et 

25 al.,1995 Cancer Res. 15: 6161-5). 

A number of cytokines and growth factors, including PGF and TPA (Grugel, S., 
et al., 1995 J. Biological Chem. 270: 25915-9), EGF, TGF-b, IL-1, IL-6 induce VEGF 
mRNA expression in certain type of cells (Ferrara, N., et al. f 1997 Endocr. Rev. 18: 4- 
25). Kaposi's sarcoma-associated herpesvirus (KSHV) encoded a G-protein-coupled 

30 receptor, a homolog of IL-8 receptor, can activate JNK/SAPK and p38MAPK and 
increase VEGF production, thus causing cell transformation and tumorigenicity (Bais, 
C, et al., Nature 1998 391:86-9). VEGF overexpression in skin of transgenic mice 
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induces angiogenesis, vascularhyperpermeability and accelerated tumor development 
(Larcher, F., et al M Oncogene 1998 17:303-1 1), 

VEGF-B (cDNA sequences available on databases) is a mitogen for EC and may 
be involved in angiogenesis in muscle and heart (Olofsson, B., et al., 1996 Pfoc Natl 

5 Acad Sci U S A 93:2576-81). Shown in vitro, binding of VEGF-B to its receptor 
VEGFR-1 leads to increased expression and activity of urokinase type plasminogen 
activator and plasminogen activator inhibitor, suggesting a role for VEGF-B in the 
regulation of extracellular matrix degradation, cell adhesion, and migration (Olofsson, 
B., et al., 1998 Proc Natl Acad Sci U S A 95:11709-14). 

10 VEGF-C (see, e.g., U.S. Patent No. 5,916,763 and Shima et al M supra) may 

regulate angiogenesis of lymphatic vasculature, as suggested by the pattern of VEGF-C 
expression in mouse embryos (Kukk, E., et al., 1996 Development 122: 3829-37). 
Although VEGF-C is also a ligand for VEGFR-2, the functional significance of this 
potential interaction is unknown. Overexpression of VEGF-C in the skin of transgenic 

15 mice resulted in lymphatic, but not vascular, endothelial proliferation and vessel 

enlargement, suggesting the major function of VEGF-C is through VEGFR-3 rather than 
VEGFR-2 (Jeltsch M, et al., 1997 Science 276:1423-5). Shown by the CAM assay, 
VEGF and VEGF-C are specific angiogenic and lymphangiogenic growth factors, 
respectively (Oh, S.J., et al., (1997) Devel. Biol 188: 96-109). VEGF-C overexpression 

20 in the skin of transgenic mice resulted in lymphatic, but not vascular, endothelial 
proliferation and vessel enlargement (Jeltsch M, et al., 1997 Science 276:1423-5). 

VEGF-D (cDNA sequences available on databases) is a mitogen for EC. Given 
that VEGF-D can also activate VEGFR-3. it is possible that VEGF-D could be involved 
in the regulation of growth and/or differentiation of lymphatic endothelium (Achen, 

25 M.G., et al., 1998 Proc Natl Acad Sci U S A 95: 548-53). VEGF-D is induced by 
transcription factor c-Fos in mouse (Orlandini, M., 1996 PNAS 93: 1 1675-80). 

VEGFR-1 signaling pathway may regulate normal endothelial cell-cell or cell 
matrix interactions during vascular development, as suggested by the knockout study 
(Fong, G.H., et al., 1995 Nature 376: 65-69). Although VEGFR-1 has a higher affinity 

30 to VEGF than VEGFR-2, it does not transduce the mitogenic signals of VEGF in ECs 
(Soker, S. f et al.,1998 Cell 92: 735-745). VEGFR-2 (see, e.g., ROnicke et al M Patterson 
et al., Kappel et al. (1999), supra) appears to be the major transducer of VEGF signals in 
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EC that result in chemotaxis, mitogenicity and gross morphological changes in target 
cells (Soker, S„ et al.,1998 Cell 92: 735-745). VEGFR-3 has an essential role in the 
development of fhe embryonic cardiovascular system before the emergence of lymphatic 
vessels, as shown by the knockout study (Dumont, D.J., et al., 1998 Science 282: 946- 

5 949). Neuropillin-l (see, e.g., Soker et al. (1998) Cell 92:735-745) is a receptor for 
VEGF165. It can enhance the binding of VEGF165 to VEGFR-2 and VEGF165 
mediated chemotaxis (Soker, S., et al.,1998 Cell 92: 735-745). Neuropillinl 
overexpression in transgenic mice resulted in embryonic lethality. The embryos 
possessed excess capillaries and blood vessels. Dilated vessels and hemorrhage were also 

10 observed (Kitsukawa, T., et al., 1995 Development 121 : 4309-1 8). 

Further promoters of interest include, but are not limited to, the following. Ang2 
is expressed only at predominant vascular remodeling sites, such as ovary, placenta, 
uterus (Maisonpierre, P.C., et al, 1997 Science 277: 55-60). In glioblastoma 
angiogenesis, Ang2 is found to be expressed in endothelial cells of small blood vessel 

15 and capilaries while Angl is expressed in glioblastoma tumor cells (Stratmann, A M 1998 
Am J Pathol 153: 1459-66). Ang2 is up-regulated in bovine microvascular endothelial 
by VEGF, bFGF, cyrokines, hypoxia (Mandriota, S.J., 1998 Circ Res 83: 852-9). Ang2 
transgenic overexpression disrupts angiogenesis, and is embryonic lethal (Maisonpierre, 
P.C;, et al., 1997 Science 277: 55-60). Angl is widely expressed, less aboundant in heart 

20 and liver (Maisonpierre, P.C, et al., 1997 Science 277: 55-60). Angl is expressed in 
mesenchymal cells and may up-regulate the expression of Tie2 in the endothelial cells 
(Suri,C, et al., 1996 Cell 87: 1 171-1 180). Angl overexpression in the skin of transgenic 
mice produces larger, more numerous, and more highly branched vessels (Suri, C, et al., 
Science 1998 282:468-71). Tie2 (see, e.g., Fadel et al.; Schlaeger et al. (1995), and 

25 Schlager et al. (1997), supra) is edothelial cell specific, up-regulated during wound 
healing, follicle maturation (Puri, M.C., et al., 1995 EMBO J 14: 5884-91) and 
pathologic angiogenesis (Kaipainen, A., 1994 Cancer Research 54: 6571-77), such as, 
glioblastoma (Stratmann, A., 1998 Am J Pathol 153: 1459-66). Tie2 is also expressed in 
non-proliferating adult endothelium and edothelial cell lines (Dumont, DJ., et al. (1994) 

30 Genes & Develop. 8: 1 897-1909). A Tie2 activating mutation causes vascular 
dysmorphorgenesis (Vikkula M, et al., 1996 Cell 87: 1181-1 190). Tie2 mutant 
overexpression in transgenic mice is embryonic lethal (Dumont, D.J., et al., supra). 
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Other promoters useful in the practice of the present invention include, by way of 
example, promoters derived from the sequences encoding the following polypeptide 
products: PTEN (dual specificity phosphatase); BAI (brain-specific angiogenesis 
inhibitor); KAI1 (KANGAI 1); catenin beta-1 (cadherin-associated protein, beta); COX2 

5 (PTGS2 cyclooxygenase 2, a.k.a. prostaglandin-endoperoxide synthase 2); MMP2 (72 
kDa Type IV-A collagenase); MMP9 (92 kDa type IV-B collagenase); TIMP2 (tissue 
inhibitor of metalloproteinase 2); and TIMP3 (tissue inhibitor of metalloproteinase 3). 

PTEN is a tumor suppressor gene and encodes a protein of 403 amino acids. (Li 
et al. (1997) Science 275:1943-1946; DiCristofano et al. (1998) Nature Genet. 19:348- 

10 355). Overexpression of PTEN has been shown to inhibit cell migration and it is 

postulated that this protein may function as a tumor suppressor by negatively regulating 
cell interactions with the extracellular matrix or by negatively regulating the 
PI3K/PKB/Akt signaling pathway. (Tamura et al. (1998) Science 280:1614-1617; 
Stambolic et al. (1998) Cell 95:29-29). Mutations in PTEN have been detected in cancer 

15 cell lines and in the germline of patients having Cowden disease, Lhermitte-Duclos 
disease and Bannayan-Zonana syndrome (diseases and syndromes which are 
characterized by hyperplastic/dysplastic changes in the prostate, skin and colon and 
which are associated with an increased risk of certain cancers, for example, breast 
cancer, prostate cancer and colon cancer). (Marsh et al. (1998) Hum. Molec. Genet. 

20 7:507-515; Marsh et al. (1998) /. Med. Genet. 35:881-885; Nelen et al. (1997) Hum. 
Molec. Genet. 6:1383-1387). 

BAI1 protein is predicted to be 1 ,584 amino acids in length and includes an 
extracellular domain, an intracellular domain and a 7-span transmembrane region similar 
to that of the secretin receptor. (Nishimori et al. (199?) Oncogene 15:245-2150). The 

25 extracellular region of BAI 1 has a single Arg-Gly-Asp (RGD) motif recognized by 
integrins and also has five sequences corresponding to the thrombospondin type I 
(accession number 188060) repeats that can inhibit angiogenesis includes by basic 
fibroblast growth factor (bFGF, accession number 134920). Shiratsuchi et al. (1997) 
Cytogenet. Cell Genet. 79:103-108, cloned 2 other brain-specific angiogenesis inhibiting 

30 genes, designated BAI2 (accession number 602683) and BAI 3 (accession number 
602684). Thus, it is postulated that members of this gene family may play a role in 
suppression of glioblastoma. 
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KAI1 encodes a 267 amino acid protein which is a member of the leukocyte 
surface glyoprotein family. The protein has 4 hydrophobobic transmembrane domains 
and 1 large extracellular hydrophilic domain with three potential N-glycosylation sites. 
(Dong et al. (1995) Science 268:884-886). Molecular analysis of KAI1 is described, for 

5 example, in Dong etal. (1997) Genomics 41:25-32. KAI1 is a tumor metastasis 
suppressor gene that is capable of inhibiting the metastatic process in experimental 
animals. Expression of KAI1 is downregulated during tumor progression of prostate, 
breast, lung, bladder and pancreatic cancers in humans, apparently at the transcriptional 
or postranscriptional level. Mashimo et al. (1998) PNAS USA 95:1 1307-1 1311, found 

10 that the tumor suppressor gene p53 can directly inactivate the KAI1 gene by interacting 
with the region 5' to the coding sequence, suggesting a direct relationship between p53 
andKAIl. 

Catenin beta-1 is an adherens junction (AJ) protein, which are critical for 
establishing and maintaining epithelial cell layers, for instance during embryogenesis, 

15 wound healing and tumor cell metastasis. Molecular analysis, including description of 
sequence homology to plakoglobin (accession number 173325), homology to the 
drosophila gene "armadillo" and interactions with Lef 1/Tcf DNA binding proteins, is 
described, for example, in Nollet et al. (1996) Genomics 32:413-424; McCrea et al. 
(1991) Science 254:1359-1361 and Korinek et al. (1997) Science 275:1784-1787. In 

20 addition, studies by Korinek et al, supra and Morin et al.(l 997) Science 275: 1787-1 790, 
have indicated that APC (accession number 175100) negatively regulates catenin beta 
and that regulation of this protein is critical to the tumor suppressive effect of APC. 
Abnormally high levels of beta-catenin have been detected in certain human melanoma 
cell lines. (Rubinfeld et al. (1997) Science 275:1790-1792. Koch et al. (1999) Cancer 

25 Res. 59:269-273 report that childhood hepatoblastomas frequently carry a mutated 
degradation targeting box of the beta-catenin gene. Transgenic mice which express 
catenin beta under the control of an epidermal promoter undergo de novo hair 
morphogenesis and eventually these animals develop two types of tumors - epithelioid 
cysts and trichofolliculomas. Gat et al. (1998) Cell 95:605-614. 

30 COX2 encodes a cyclooxygenase and is a key regulator of prostaglandin 

synthesis. (Hla et al. (1992) PNAS USA 89:7384-7388; Jones et al. (1993) 7. Biol Chem. 
268:9049-9054). In particular, COX2 is generally considered to be a mediator of 
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inflammation and overexpression of COX2 in rat epithelial cells results in elevated levels 
of E-cadherin and Bcl2. (Tsujii & DuBois (1995) Cell 83:493-501). In co-cultures of 
endothelial cells and colon carcinoma cells, cells that overexpress COX2 produce 
prostaglandins, proangiogenic factors and stimulate both endothelial migration and tube 
5 formation. (Tsujii et al. (1998) Cell 93:705-716). Experiments conducted using APC 
knock-out mice have demonstrated that animals homozygous for a disrupted COX2 locus 
develop significantly more adenomatous polyps. (Oshima et al. (1996) Cell 87:803-809). 
COX-2 "knock out" mice develop severe nephropathy, are susceptible to peritonitis, 
exhibit reduced arachidonic acid-induced inflammation and exhibit reduced 
10 indomethacin-induced gastric ulceration. (Morham et al. (1995) Cell 83:473-482; 
Langenbach et al. (1995) Cell 83:483-492). Female mice that are deficient in • 
cyclooxygenase 2 exhibit multiple reproductive failures. (Lim et al. (1997) Cell 91 :197- 
208. 

MMP2 is a metalloproteinase that specifically cleaves type IV collagen. A C- 

15 terminal fragment of MMP2, termed PEX, prevents normal biding to alpha- V/beta-3 and 
disrupts angiogenesis and tumor growth. (Brooks et al. (1998) Cell 92:391-400). 

MMP9 is a collagenase secreted from normal skin fibroblasts. MMP9 null mice 
exhibit an abnormal pattern of skeletal growth plate vascularization and ossification. 
(Vu et al. (1998) Cell 93:41 1-422). 

20 TIMP2 is a collagenase and appears to play a major role in modulating the 

activity of interstitial collagenase and a number of connective tissue 
metalloendoproteases. (Stetler-Stevenson et al (1989)7. Biol Ghent 264:17372-17378). 
Unlike TIMP1 and 1TMP3, TTMP2 is not upregulated by TPA or TGF-beta. (Hammani 
et al. (1996) 7. Biol Chem. 27 1 :25498-25505). 

25 TIMP3 (Wilde et al. (1994) DNA Cell Biol 13:71 1-718) is localized in the 

extracellular matrix in both its glycosylated and unglycosylated forms. Studies of mutant 
TIMP3 proteins have demonstrated that C-terminal trunctions do not bind to the 
extracellular matrix. (Langton etal. (1998) J. Biol Chem. 273:16778-16781). 

As one of skill in the art will appreciate in view of the teachings of the present 

30 specification, promoter sequences can be easily derived and isolated from known 

polypeptide sequences or from cDNA or genomic sequences, using method known in the 
art in view of the teachings herein. An exemplary method of isolating promoter 
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sequences using cDNA is via a GenomeWalker® kit, commercially available from 
Clontech (Palo Alto, CA), and described on page 27 of the 1997-1998 Clontech catalog. 

Targeting Sequences: Non-Essential Genes 

5 Central to the present invention is the fact that the targeting constructs contain 

"targeting" sequences (flanking, for example, the light generating protein-encoding 
sequence and promoter) derived from a single-copy, non-essential gene. These targeting 
sequences in the construct act via homologous recombination to replace at least a portion 
of the non-essential gene in the genome with the light-generating protein-encoding (e.g., 

10 luciferase-encoding) sequence operably linked to a promoter. 

Non-limiting examples of targeting sequences for use in generating transgenic 
mice include sequences obtained from or derived from vitronectin, Fos B and galactin 3. 
A search of Mouse Knockout & Mutation Database (Genome Systems, Inc., St. Louis, 
MO) can be used to identify genes that have been knocked-out in mice where the 

1 5 generated knockout mice displayed no obvious defects. The chromosomal locus for all 
these genes can be used to target promoter-(light generating protein, e.g., luciferase) 
transgenes similar to what is described in Example 2. Single-copy, non-essential mouse 
genes identified in this manner include, but are not limited to, the following: Moesin 
(Msn), Doi Y., et al., J Biol Chem 1999, 274:2315-2321; Plasminogen activator 

20 inhibitor, type II (Planh2) and Planhl , Dougherty K.M., Proc Natl Acad Sci USA 1 999, 
96:686-691 ; Protein tyrosine phosphatase, receptor type, B (Ptprb), Elchebly et al. 
(1999) Science 283:1544-1548; Presenilin 1 (Psenl), Guo Q, et al. (1999) Proc Natl 
Acad Sci USA, 96:4125-4130; Protein kinase, mitogen-activated 9 (Prkm9) / 
SAPK/Erk/kinase 2 (Serk2), Kuan CY et al. (1999) Neuron 4:667-676; CD152 antigen 

25 (Cdl52) / CD86 antigen (Cd86) / CD80 antigen (Cd80), Mandelbrot DA, et al. (1999) J 
Exp Med, 189:435-440; Poly (ADP-ribose) polymerase (Adprp), Masutani M, et al. 
(1999), Proc Natl Acad Sci USA 96:2301-2304; Sodium channel, nonvoltage-gated 1 
beta (Scnnlb), Pradervand S, et al. (1999) Proc Natl Acad Sci USA 96: 1732-1737; 
Nuclear receptor coactivator 1 (Ncoal ), Qi C, et al. ( 1 999) Proc Natl Acad Sci USA 

30 96:1585-1590; Decay accelerating factor 1 (Dafl), Sun X, et al. (1999) Proc Natl Acad 
Sci USA 1999, 96:628-633; Necdin (Ndn), Tsai TF, et al. (1999) Nat Genet 22:15-16; 
Relaxin (Rln); Zhao L, et al. (1999) Endocrinology 140:445-453; Adenylyl cyclase 8 
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(Adcy8), Abdel-Majid RM, et al. (1998) Nat Genet 19:289-291; Leukemia inhibitory 
factor (Lif), Bugga L, et al. (1998) J Neurobiol 36:509-524; Lectin, galactose binding, 
soluble 3 (Lgals3) and Lgalsl, CalnotC, et al. (1998) Dev Dyn 21 1:306-313; Urokinase 
plasminogen activator receptor (Plaur) Carmeliet P, et al. (1998) J Cell Biol 140:233- 

5 245; Nitric oxide synthase 1 , neuronal (NosI), Chao DS, et al. (1998) J Neurochem 
71 :784-789; Homeo box A7 (Hoxa7), Chen F, et al. (1998) Mech Dev 77:49-57; 
Myosin light chain, phosphorylatable, cardiac ventricles (Mylpc) Chen J, et al. (1998) J 
Biol Chem 273: 1252-1256; Homeo box B7 (Hoxb7),Chen F, et al. (1998) Mech Dev 
77:49-57; Nuclear factor of kappa light chain gene enhancer in B-cells inhibitor, alpha 

10 and beta (Nfkbia and Nfkbib), Cheng JD, et al. (1998) J Exp Med 6: 1055-1062; Enolase 
1, alpha non-neuron (Enol), Couldrey C, et al. (1998) Dev Dyn 212:284-292; 
Xeroderma pigmentosum, complimentation group A (Xpa), De Vries A, et al. (1998) 
Exp Eye Res 1998, 67:53-59; Von Willebrand factor homolog (Vwf), Denis C, et al. 
(1998) Proc Natl Acad Sci USA 95:9524-9529; Lysosomal acid lipase 1 (Lipl), Du H, et 

15 al. (1998) Hum Mol Genet 7:1 347-1354; UNC-5 homolog (C. elegans) 3 (Unc5h3), 
Eisenman LM, et al. (1998) J Comp Neurol 394: 106-1 17; Protein phosphatase 1 , 
regulatory (inhibitor) subunit IB (Ppplrlb), Fienberg AA, et al. (1998) Science 
281:838-842; Myelin-associated glycoprotein (Mag) Fujita N, et al. (1998) J Neurosci 
18:1970-1978; Paraoxonase 1 (Ponl), Furlong CE, et al. (1998) Neurotoxicology 

20 19:645-650; Brain derived neurotrophic factor (Bdnf), Garek RR, et al. (1998) 
Laryngoscope 108:671-678; Neurotrophin 3 (Ntf3), Garek RR, et al. (1998) 
Laryngoscope 168:671-678; Myoglobin (Mb); Garry DJ, et al. (1998) Nature 395:905- 
908; Opioid receptor, mu (Oprm), Gaveriaux-Ruff C, et al. (1998) Proc Natl Acad Sci 
USA 95:6326-6330; Neuropeptide Y (Npy), Hollopeter G, et al. (1998) Int J Obes Relat 

25 Metab Disord 22:506-512; Procollagen, type I, alpha 1 (Colal) Hormuzdi SG, et al. 
(1998) Mol Cell Biol 18:3368-3375; Centromere autoantigen B (Cenpb), Hudson DF, et 
al. (1998) J Cell Biol 141 :309-3 1 9; Oculocerebrorenal syndrome of Lowe (ocrl), Janne 
PA, et al. (1998) J Clin Invest 101:2042-2053; arachidonate 12-lipoxygenase (Aloxl2) 
Johnson EN, et al. (1998) Proc Natl Acad Sci USA 95:3100-3105; H19 fetal liver 

30 mRNA (H19), Jones BK, et al. (1998) Genes Dev 12:2200-2207; Hepatocyte nuclear 
factor 3 gamma (winged helix transcription factor) (Hnf3g), Kaestner KH, et al. (1998) 
Mol Cell Biol 1 8:4245-425 1 ; Bone morphogenetic protein 2 (Bmp2) / Bone 
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morphogenetic protein 7 (Bmp7) and Bmp5, Katagiri T, et al. (1998) Dev Genet 22:340- 
348; Intercellular adhesion molecule (fcaml), Ley K, et al. (1998) Circ Res 83:287-294; 
Glutamyl aminopeptidase (Enpep), Lin Q, et al. J Immunol 1998, 160:4681-4687; Prion 
protein (Pmp), Lipp HP, et al. Behav Brain Res 1998, 95:47-54; RAB3A, member RAS 

5 oncogene family (Rab3a), Lonart G, et al. Neuron 1998, 21:1141-1 150; Potassium 
voltage gated channel, shaker related subfamily, member 4 (Kcna4), London B, et al., J 
Physiol (Lond) 1998, 509:171-182; Apurinic/apyrimidinic endonuclease (Apex), 
Ludwig DL, et al. Mutat Res 1998, 409:17-29; T-cell receptor gamma, variable 5 (Tcrg- 
V5), Mallick-Wood CA, et al. Science 1998, 279:1729-1733; Nuclear, factor, erythroid 

10 derived 2, like 2 (Nfe212), Martin F, et al. Blood 1998, 91 :3459-3466; Interleukin 1 3 
(1113), McKenzie GJ, et al. CurrBiol 1998, 8:339-340; Sorbitol dehydrogenase 1 (Sdhl), 
Ng T, et al. Diabetes 1998, 47:961-966; Guanine nucleotide binding protein, alpha 1 1 
(Gnal 1), Offermanns S, et al. EMBO J 1998, 17:4304-43 12; Estrogen receptor alpha 
(Estra). Ogawa S, et al. Endocrinology 1998, 139:5070-5081; Integrin beta 2 (Itgb2), 

15 Intracellular adhesion molecule (fcaml) and CD34 antigen, Oliveira-dos-Santos AJ, et 
al. Eur J Immunol 1998, 28:2882-2892; Angiotensin receptor lb (Agtrlb), Oliverio MI, 
et al. Proc Natl Acad Sci USA 1998, 95:15496-15501; Complement factor B (factor B), 
Pekna M, et al. Scand J Immunol 1998, 47:375-380; Centromere autoantigen B (Cenpb), 
Perez-Castro AV, et al. Dev Biol 1998, 201:135-143; Procollagen, type V, alpha 2 

20 (Col5a2) / Fibrillin 1 (Fbn 1 ), Phelps RG, et al. Mol Med 1 998, 4:356-360; Plasminogen 
activator inhibitor, type 1 (Planhl), Pinsky DJ, et al. J Clin Invest 1998, 102:919-928, 
Carmeliet P, et al. J Clin Invest 1993, 92:2756-2760; Placentae and embryos oncofetal 
gene (Pem), Pitman JL, et al. Dev Biol 1998, 202:196-214; Postmeiotic segregation 
increased 1 (S. cerevisiae) (Pmsl), Prolla TA, et al. Nat Genet 1998, 18:276-278; Prion 

25 protein, structural locus (Pm-p), Prusiner SB, et al. Proc Nad Acad Sci USA 1998, 
90:10608-10612, Lledo P-M, et al. Proc Natl Acad Sci U S A 1996, 93:2403-2407, 
Sailer A, et al. Cell 1994, 77:967-968, Weissmann C, et al. Philos Trans R Soc Lond 
[Biol] 1994, 343:431-433, Bueler H, et al. Cell 1993, 73: 1 337-1347, Weissmann C, et 
al. Intervirology 1993, 35: 164-175; NAD (P)H:quinone oxidoreductase, Radjendirane V, 

30 et al. J Biol Chem 1 998, 273:7382-7389; Alpha tropomyosin (Tpm 1 ), Rethinasamy P, et 
al. Circ Res 1998, 82:1 16-123; Goosecoid and Goosecoid-like (Gscl), Wakamiya M, et 
al. Hum Mol Genet 1998, 7:1835-1840, Saint-Pore B, et al. Hum Mol Genet 1998, 
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7:1841-1849; Schlafen 1 (Slfnl); SchwarzDA, et al. Immunity 1998, 9:657-668; 
Nuclear factor, erythroid derived 2, ubiquitous (Mafk), Shavit JA, et al. Genes Dev 1998, 
12:2164-2174; Microphthalmia-associated transcription factor (Mitf), Smith SB, et al. 
Exp Eye Res 1998, 66:403-410; Bone morphogenetic protein 6 (Bmp6), Solloway MJ, et 

5 al. Dev Genet 1998, 22:321-339; Phosphatidylinositol glycan, class A (Piga), Takahama 
Y, et al. Eur J Immunol 1998, 28:2159-2166; Paired-related homeobox 2 (Prx2), Berge 
D, et al. Development 1998, 125:3831-3842; Prostaglandin E receptor EP1 subtype 
(Ptgerepl), Ushikubi F, et al. Nature 1998, 395:281-284; Immunoglobulin kappa chain 
complex (Igk), van der Stoep N, et al. Immunity 1998, 8:743-750; Adenine 

1 o phosphoribosyl transferase (Aprt), Van Sloun PP, et al. Nucleic Acids Res 1 998, 
26:4888-4894; Microtubule associated protein 4 (Mtap4), Voss AK, et al. Dev Dyn 
1998, 212:258-266; ; 3-hydroxy-3-methylglutaryl-coenzyme A lyase (Hmgcl), Wang 
SP, et al. Hum Mol Genet 1998, 7:2057-2062; Fibroblast growth factor receptor 4 
(Fgfr4), Weinstein M, et al. Development 1998, 125:3615-3623; Hepsin (Hpn), Wu Q, 

15 et al. J Clin Invest 1998, 101:321-326; Small inducible cytokine Al 1 (Scyal 1), Yang T, 
et al. Blood 1998, 92:3912-3923; Small nuclear ribonucleoprotein N (Snrpn), Yang T, et 
al. Nat Genet 1998, 19:25-31; DNA fragmentation factor, alpha subunit (Dffa), Zhang J, 
et al. Proc Natl Acad Sci USA 1998, 95:12480-12485; Early growth response 1 (Egrl), 
Zheng D, et al. Neuroscience 1998, 83:251-258; Early growth response 1 (Egrl) / 

20 Hormone receptor (Hmr), Zheng D, et al. Neuroscience 1 998, 83:25 1-258; 

Hemochromatosis (Hfe).Zhou XY, et al. Proc Natl Acad Sci USA 1998, 95:2492-2497; 
Alpha tropomyosin (Tpml), Blanchard EM, et al. Circ Res 1997, 81:1005-1010; tRNA 
phosphoserine (Trsp), Bosl MR, et al. Proc Natl Acad Sci U S A 1997, 94:5531-5534; 
Angiotensin receptor lb (Agtrlb), Chen X, et al. Am J Physiol 1997, 272:F299-F304; 

25 Xeroderma pigmentosum, complementation group C (Xpc), Cheo DL, et al. Mut Res 
1997, 374:1-9; B cell leukemia/lymphoma 6 (Bcl6), Dent AL, et al. Science 1997, 
276:589-592; Fumarylacetoacetate hydrolase (Fah) / 4-hydroxyphenylpyruvic acid 
dioxygenase (Hpd), Endo F, et al. J Biol Chem 1997, 272:24426-24432; N- 
methylpurine-DNA glycosylase (Mpg), Engelward BP, et al. Proc Natl Acad Sci USA 

30 1997, 94:13087-13092; Interleukin 1 receptor, type 1 (Illrl), Glaccum MB, et al. J 
Immunol 1997, 159:3364-3371; N-methylpurine-DNA glycosylase (Mpg), Hang B, et 
al.Proc Natl Acad Sci USA 1997, 94:12869-12874; Gamma-aminobutyric acid (GABA- 
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A) receptor, subunit alpha 6 (Gabra6), Homanics GE, et al. Mol Pharmacol 1997, 
5 1:588-596; Superoxide dismutase 2, mitochondrial (Sod2), Huang TT, et al. Arch 
Biochem Biophys 1997, 344:424-432; Interleukin 1 1 receptor, alpha chain 1 (111 lral), 
Nandurjar HH, et al. Blood 1997, 90:2148-2159; Alkaline phosphatase 5 (Akp5), 

5 Narisawa S, et al. Dev Dyn 1 997, 208:432-446; GATA-binding protein 4 (Gata4), Narita 
. N, et al. Development 1997, 124:3755-3764; Lymphocyte protein tyrosine kinase (Lck) / 
Fyn protooncogene (Fyn); Page ST, et al. Eur J Immunol 1997, 27:554-562; P 
glycoprotein 3 (Pgy3), Schinkel AH, et al. Proc Natl Acad Sci U S A 1997, 94:4028- 
4033; P glycoprotein 1 (Pgyl) / P glycoprotein 3 (Pgy3), Schinkel AH, et al., Proc Natl 

10 Acad Sci U S A 1997, 94:4028-4033; Creatine kinase, mitochondrial 1, ubiquitous 
(Ckmtl), Steeghs K, et al. J Neurosci Methods 1997, 71:29-41; T cell receptor gamma, 
variable 4 (Tcrg-V4), Sunaga S, et al. J Immunol 1997, 158:4223-4228; la-associated 
invariant chain (p31 form) (D), Takaesu NT, et al. J Immunol 1997, 158:187-199; Solute 
carrier family 18 (vesicular monoamine), member 2 (Slcl8a2), Takahashi N, et al. Proc 

15 Natl Acad Sci USA 1997, 94:9938-9943; Matrix metalloproteinase 7 (Mmp7), Wilson 
CL, et al. Proc Natl Acad Sci U S A 1997, 94:1402-1407; Formin (Fmn).Wynshaw- 
Boris A, et al. Mol Med 1997, 3:372-384; Sypnaptophysin (Syp), Arrandale JM, et al. J 
Biol Chem 1996, 271:21353-21358; Transformation related protein 53 (Trp53), Boehme 
SA, et al. J Immunol 1996, 156:4075-4078; Neuronal nitric oxide synthase (Nosl), 

20 Burnett AL, et al. Mol Medicine 1 996, 2:288-296; Eph receptor A2 (Epha2), Chen J , et 
al. Oncogene 1996, 12:979-988; Urokinase plasminogen activator receptor (Plaur); 
Dewerchin M, et al. J Clin Invest 1996, 97:870-878; Growth differentiation factor 9 
(Gdf9), Dong J, et al. Nature 1 996, 383:53 1 -535; Externally regulated phosphatase 
(Ptpnl6), Dorfman K, et al. Oncogene 1996, 13:925-931 ; Tenascin C (Tnc), Forsberg E, 

25 et al. Proc Natl Acad Sci U S A 1996, 93:6594-6599; Integrin alpha 1 (Itgal ), Gardner 
H, et al. Dev Biol 1996, 175:301-313; FBJ osteosarcoma oncogene B (Fosb), Gruda 
MC, et al. Oncogene 1996, 12:2177-2185; Breast cancer 1 (Brcal), Hakem R, et al. Cell 
1996, 85:1009-1023; Megakaryocyte-associated tyrosine kinase (Matk), Hamaguchi I, et 
al. Biochem Biophys Res Commun 1996, 224:172-179; Apolipoprotein B editing 

30 complex 1 (Apobecl), Hirano K-I, et al. J Biol Chem 1996, 271:9887-9890; Carboxyl 
ester lipase, Howies PN, et al. J. Biol. Chem. 1 996, 271:71 96-7202; Nuclear factor, 
erythroid derived 2, ubiquitous (Nfe2u), Kotkow KJ, Orkin SH. Proc Natl Acad Sci U S 
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A 1996, 93:3514-3518; Retinoid X receptor gamma (Rxrg), Krezel W, et al. Proc Natl 
Acad Sci U S A 1996, 93:9010-9014; Early growth response 1 (Egrl), Lee SL, et al. 
Mol Cell Biol 1996, 16:4566-4572; Adrenergic receptor, alpha 2b (Adra2b), Link RE, et 
al. Science 1996, 273:803-805; Angiotensin receptor la (Agtrla), MatsusakaT, et al. J 

5 Clini Invest 1996, 98:1 867-1877; Interleukin 3 receptor, beta chain 1 (I13rb2), Nicola 
NA, et al. Blood 1996, 87:2665-2674; Transformation related protein 53 (Trp53), 
Ohashi M, et al. Jpn J Cancer Res 1996, 87:696-701; Leukemia-associated gene (Lag), 
Schubart U K, et al. J Biol Chem 1996, 271 : 14062-14066; Glutathione peroxidase 1 
(Gpxl), Spector A, et al. Exp Eye Res 1996, 62:521-540; Arachidonate 12- 

10 lipoxygenase, leukocyte (Aloxl21), Sun D, Funk CD. J Biol Chem 1996, 271:24055- 
24062; Complement component 3 (C3), Sylvestre D, et al. J Exp Med 1996, 184:2385- 
2392; CD30 antigen (Cd30), Texido G, et al. Eur J Immunol 1996, 26: 1966-1969; Fc 
receptor, IgE, low affinity II, alpha polypeptide (Fcer2a), Immunoglobulin heavy chain 5 
(delta-like heavy chain) (Igh-5), Interleukin 4 (1L4) and Terminal-deoxynucleotidyl 

15 transferase, Texido G, et al. Eur J Immunol 1996, 26: 1 966-1 969; Apolipoprotein A-0 
(Apoa2), Weng W, Breslow JL. Proc Natl Acad Sci U S A 1996, 93:14788-14794; 
Amyloid beta (A4) precursor protein (App), Zheng H, et al. Ann N Y Acad Sci 1996, 
777:421-426; cAMP responsive element binding protein 1 (Crebl), Blendy JA, et al. 
Brain Res 1995, 681:8-14; Bradykinin receptor, beta 2 (Bdkrb2), Borkowski JA, et al. J 

20 Biol Chem 1995, 270:13706-13710; Growth factor response protein (Gfrp), Crawford 
PA, et al. Mol Cell Biol 1995, 15:4331-4336; Ciliary neurotrophic factor (Cntf), de 
Chiara TM, et al. Cell 1995, 83:313-322; Cyclin dependent kinase inhibitor 1 A (P21) 
(Cdknla); Deng C, et al. Cell 1995, 82:675-684; Granzyme A (Gzma), Ebnet K, et al. 
EMBO J 1995, 14:4230-4239; Very low density lipoprotein receptor (Vldlr), Frykman 

25 PK, et al. Proc Natl Acad Sci U S A 1995, 92:8453-8457; Apolipoprotein E (Apoe) / 
Apolipoprotein A-I (Apoal), Goodram JF, et al. J Neurobiol 1995, 64:408-416; Nitric 
oxide synthase 1, neuronal (Nosl), Ichinose F, et al. Anesthesiology 1995, 83:101-108; 
Nitric oxide synthase 2, inducible, macrophage (Nos2), Laubach VE, et al. Proc Natl 
Acad Sci U S A 1995, 92:10688-10692; Peroxisome proliferator activated receptor alpha 

30 (Ppara), Lee SS-T, et al. Mol Cell Biol 1995, 15:3012-3022; Growth factor response 
protein (Gfrp), Lee SL, et al. Science 1995, 269:532-535; H19 fetal liver mRNA (H19) / 
Insulin-like growth factor 2 (Igf2), Leighton PA, et al. Nature 1995, 375:34-39; Retinoic 
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acid receptor beta (RAR-beta), Luo J, et al. Mech Dev 1 995, 53:61-71; Metallothionein 
1 (Mtl) / Metallothionein 2 (Mt2), Philcox JC, et al. Biochem J 1995, 308:543-546; 
Heme oxygenase (decycling) 2 (Hmox2), Poss KD, et al. Neuron 1995, 15:867-873; Hl- 
0 histone (Hlfv), Sirotkin AM, et al. Proc Nad Acad Sci U S A 1995, 92:6434-6438; 

5 Creatine kinase, mitochondrial 1 , ubiquitous (Ckmtl ), Steeghs K, et al. Biochim Biophys 
Acta 1995, 1230:130-138; Tenascin C (Tnc), Steindler DA, et al. J Neurosci 1995, 
15:1971-1983; la-associated invariant chain (Ii), Takaesu NT, et al. Immunity 1995, 
3:385-396; Neuroblastoma ras oncogene (Nras), Umanoff H, et al. Proc Natl Acad Sci 
USA 1995, 92:1709-1713; Receptor-associated protein of the synapse, 43 kDa (Rapsn), 

10 Willnow TE, et al. Proc Natl Acad Sci USA 1995, 92:4537-4541 ; Vitronectin (Vtn), 
Zheng X, et al. Proc Natl Acad Sci U S A 1995, 92:12426-12430; Preproacrosin (Acr), 
Baba T, et al. J Biol Chem 1994, 269:31 845-31849; Vimentin (Vim), Colucci GE, et al. 
Cell 1994, 79:679-694; Tumor necrosis factor receptor superfamily, member lb 
(Tnfrsf lb), Erickson SL, et al. Nature 1994, 372:560-563; Cellular retinoic acid binding 

15 protein I (Crabpl), Gorry P, et al. Proc Natl Acad Sci USA 1994, 91 :9032-9036; cAMP 
responsive element binding protein 1 (Crebl), Hummler F, et al. Proc Natl Acad Sci 
USA 1994, 91:5647-5651; Pore forming protein (Pfp), Kagi D, et al. Nature 1994, 
369:31-37; Src-related kinase lacking C-terminal regulatory tyrosine and N-terminal 
myristylation sit (Srms), Kohmura N, et al. Mol Cell Biol 1994, 14:6915-6925; CD3 

20 polypeptide zeta (Cd3z) / Solute carrier family 22, member 1 (Slc22a 1 ), Koyasu S , et al. 
EMBO J 1994, 13:784-797; Pore forming protein (Pfp), Lowin B, et al. Proc Natl Acad 
Sci USA 1994, 91:11571-1 1575; Retinoic acid receptor, beta (Rarb), Retinoic acid 
receptor beta2 (RARbeta2), Mendelsohn C, et al. Dev Biol 1994, 166:246-258; 
Transthyretin (Ttr), Palha JA, et al. J Biol Chem 1994, 269:33135-33139; Procollagen, 

25 type X, alpha I (CollOal), Rosati R, et al. Nature Genet 1994, 8: 129-135; P 

glycoprotein 3 (Pgy3), Schinkel AH, et al. Cell 1994, 77:491-502; Yamaguchi sarcoma 
viral (v-yes) oncogene homolog (Yes), Stein PL, et al. Genes Dev 1994, 8:1999-2007; 
Fc receptor, IgE, high affinity II, alpha polypeptide (Fcer2a), Stief A, et al. J Immunol 
1994, 152:3378-3390; Pore forming protein (Pfp), Walsh CM, et al. Proc Natl Acad Sci 

30 USA 1 994, 91 : 10854-1 0858; CD2 antigen (Cd2), Evans CF, et al. J Immunol 1993, 
151:6259-6264; Mannose-6-phosphate receptor, cation dependent (M6pr), Koster A, et 
al. EMBO J 1993, 12:5219-5223; Retinoic acid receptor, alpha (Rara), Li E, et al. Proc 
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Natl Acad Sci USA 1993, 90:1590-1594, Lufldn T, et al. Proc Natl Acad Sci USA 1993, 
90:7225-7229; Retinoic acid receptor, gamma (Rarg), Lohnes D, et al. Cell 1993, 
73:643-658; Tumor necrosis factor receptor 1 (TNF-R-1) (Tnfrl), Pfeffer K, et al. Cell 
1993, 73:457-467; Lectin, galactose binding, soluble 1 (Lgalsl), Poirier F, Robertson EJ. 

5 Development 1993, 1 19:1229-1236; Synapsin I (Synl), Rosahl TW, et al. Cell 1993, 
75:661-670; Tumor necrosis factor receptor 1 (Tnfrl), Rothe J, et al. Nature 1993, 
364:798-802; Beta-2 microglobulin (B2m), Correa I, et al. Proc Natl Acad Sci USA 
1992, 89:653-657; CD2 antigen (Cd2), Killeen N, et al. EMBO J 1992, 1 1 :4329-4336; 
Apolipoprotein E (Apoe), Piedrahita JA, et al. Proc Natl Acad Sci USA 1992, 89:447 1- 

10 4475; Myogenic differentiation 1 (Myodl), Rudnicki MA, et al. Cell 1992, 71 :383-390; 
Tenascin C (Tnc), Saga Y, et al. Genes Dev 1992, 6:1821-1831; Beta-2 microglobulin 
(B2m), Sanjuan N, et al. J Virol 1992, 66:4587^590; Neuroblastoma myc-related 
oncogene 1 (Nmycl), Stanton BR, et al. Genes Dev 1992, 6:2235-2247; and 
Hemoglobin alpha chain complex (Hba), Popp RA, et al. Genetics 1983, 105:157-167. 

15 Some preferred single-copy, non-essential genes with no phenotypes of the 

present invention include, but are not limited to, the following: Moesin (Msn), Doi Y., et 
al., J Biol Chem 1999, 274:2315-2321; Plasminogen activator inhibitor, type E (Planh2) 
and Planhl, Dougherty K.M., Proc Natl Acad Sci USA 1999, 96:686-691; Nuclear 
receptor coactivator 1 (Ncoal), Qi C, et al. (1999) Proc Natl Acad Sci USA 96: 1 585- 

20 1590; Nuclear factor of kappa light chain gene enhancer in B-cells inhibitor, alpha and 
beta (Nfkbia and Nfkbib), Cheng JD, et al. (1998) J Exp Med 6:1055-1062; H19 fetal 
liver mRNA (H19), Jones BK, et al. (1998) Genes Dev 12:2200-2207; Prion protein 
(Pmp), Lipp HP, et al. Behav Brain Res 1998, 95:47-54; Centromere autoantigen B 
(Cenpb), Perez-Castro AV, et al. Dev Biol 1998, 201:135-143; Placentae and embryos 

25 oncofetal gene (Pem), Pitman JL, et al. Dev Biol 1998, 202: 196-214; Externally 
regulated phosphatase (Ptpnl6), Dorfman K, et al. Oncogene 1996, 13:925-931; 
Transformation related protein 53 (Trp53), Ohashi M, et al. Jpn J Cancer Res 1996, 
87:696-701 ; Hl-0 histone (Hlfv), Sirotkin AM, et al. Proc Natl Acad Sci U S A 1995, 
92:6434-6438; Creatine kinase, mitochondrial 1, ubiquitous (Ckmtl), Steeghs K, et al. 

30 Biochim Biophys Acta 1995, 1230:130-138; Neuroblastoma ras oncogene (Nras), 
Umanoff H, et al. Proc Natl Acad Sci USA 1995, 92: 1709-1713; Vitronectin (Vtn), 
Zheng X, et al. Proc Natl Acad Sci U S A 1995, 92:12426-12430; Vimentin (Vim), 
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Colucci GE, et al. Cell 1994, 79:679-694; Cellular retinoic acid binding protein I 
(Crabpl), Gorry P, et al. Proc Natl Acad Sci USA 1994, 91:9032-9036; Retinoic acid 
receptor beta2 (RARbeta2), Mendelsohn C, et al. Dev Biol 1994, 166:246-258; Retinoic 
acid receptor, alpha (Rara), Li E, et al. Proc Natl Acad Sci USA 1993, 90:1590-1594, 

5 Lufkin T, et al. Proc Natl Acad Sci USA 1993, 90:7225-7229; Lectin, galactose binding, 
soluble 1 (Lgalsl), Poirier F, Robertson EJ. Development 1993, 1 19:1229-1236; 
Myogenic differentiation 1 (Myodl), Rudnicki MA, et al. Cell 1992, 71:383-390; and 
Tenascin C (Tnc), Saga Y, et al. Genes Dev 1992, 6:1821-1831. 

In view of the guidance of the present specification, one of ordinary skill in the 

10 art can select similar, suitable, single-copy, non-essential genes in mice and other cell 
types/organisms. 

Assembly of Targeting Cassettes 

The targeting cassettes described herein can be constructed utilizing 

15 methodologies known in the art of molecular biology (see, for example, Ausubel or 

Maniatis) in view of the teachings of the specification. As described above, the targeting 
constructs are assembled by inserting, into a suitable vector backbone, polynuclotides 
encoding a reporter, such as a light-generating protein, e.g., a luciferase gene, operably 
linked to a promoter of interest; a sequence encoding a positive selection marker; and, 

20 optionally a sequence encoding a negative selection marker. In addition, the targeting 
cassette contains insertion sites such that sequences targeting a single-copy, non-essential 
gene can be readily inserted to flank the sequence encoding positive selection marker and 
luciferase-encoding sequence. 

A preferred method of obtaining polynucleotides, suitable regulatory sequences 

25 (e.g., promoters) is PGR. General procedures for PGR as taught in MacPherson et al., 
PGR: A Practical Approach, (IRL Press at Oxford University Press, (1991)). PCR 
conditions for each application reaction may be empirically determined. A number of 
parameters influence the success of a reaction. Among these parameters are annealing 
temperature and time, extension time, Mg2+ and ATP concentration, pH, and the relative 

30 concentration of primers, templates and deoxyribonucleotides. Exemplary primers are 
described below in the Examples. After amplification, the resulting fragments can be 
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detected by agarose gel electrophoresis followed by visualization with ethidium bromide 
staining and ultraviolet illumination. 

In one embodiment, PCR can be used to amplify fragments from genomic 
libraries. Many genomic libraries are commercially available. Alternatively, libraries 

5 can be produced by any method known in the art. Preferably, the organism(s) from 
which the DNA is has no discernible disease or phenotypic effects. This isolated DNA 
may be obtained from any cell source or body fluid (e.g., ES cells, liver, kidney, blood 
cells, buccal cells, cerviovaginal cells, epithelial cells from urine, fetal cells, or any cells 
present in tissue obtained by biopsy, urine, blood, cerebrospinal fluid (CSF), and tissue 

10 exudates at the site of infection or inflammation). DNA is extracted from the cells or 
body fluid using known methods of cell lysis and DNA purification. The purified DNA 
is then introduced into a suitable expression system, for example a lambda phage. 

Another method for obtaining polynucleotides, for example, short, random 
nucleotide sequences, is by enzymatic digestion. As described below in the Examples, 

15 short DNA sequences generated by digestion of DNA from vectors carrying genes 
encoding luciferase (yellow green or red). 

Polynucleotides are inserted into vector genomes using methods known in the art. 
For example, insert and vector DNA can be contacted, under suitable conditions, with a 
restriction enzyme to create complementary or blunt ends on each molecule that can pair 

20 with each other and be joined with a ligase. Alternatively, synthetic nucleic acid linkers 
can be ligated to the termini of a polynucleotide. These synthetic linkers can contain 
nucleic acid sequences that correspond to a particular restriction site in the vector DNA. 
Other means are known and, in view of the teachings herein, can be used. 

25 The final constructs can be used immediately (e.g., for introduction into ES 

cells), or stored frozen (e.g., at -20°C) until use. Preferably, the constructs are linearized 
prior to use, for example by digestion with suitable restriction endonucleases. 
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Transgenic Animals 

The targeting constructs containing the light generating protein coding sequences 
(e.g., luciferase genes) are introduced into a pluripotent cell (e.g., ES cell, Robertson, E. 
J., In: Current Communications in Molecular Biology, Capecchi, M. R. (ed.), Cold 

5 Spring Harbor Press, Cold Spring Harbor, N.Y. (1 989), pp. 39-44). Suitable ES cells 
may be derived or isolated from any species or from any strain of a particular species. 
Although not required, the pluripotent cells are typically derived from the same species 
as the intended reciepient. ES cells may be obtained from commercial sources, from 
International Depositories (e.g., the ATCC) or, alternatively, may be obtained as 

10 described in Robertson, E. J., supra. Examples of clonally-derived ES cells lines include 
129/SVJ ES cells, RW-4 and C57BL/6 ES cells (Genome Systems, Inc.). 

ES cells are cultured under suitable conditions, for example, as described in 
Ausubel et al., section 9.16, supra. Preferably, ES cells are cultured on stomal cells 
(such as STO cells (especially SNC4 STO cells) and/or primary embryonic fibroblast 

15 cells) as described by E. J. Robertson, supra, pp 71-1 12. Culture media preferably 
includes leukocyte inhibitory factor ("lif") (Gough, N. M. et al., Reprod. Fertil. Dev. 
1:281-288 (1989); Yamamori, Y. et al., Science 246:1412-1416 (1989), which appears to 
help keep the ES cells from differentiating in culture. Stomal cells transformed with the 
gene encoding lif can also be used. 

20 The targeting constructs are introduced into the ES cells by any method which 

will permit the introduced molecule to undergo recombination at its regions of 
homology, for example, micro-injection, calcium phosphate transformation, or 
electroporation (Toneguzzo, R et al., Nucleic Acids Res. 16:5515-5532 (1988); Quillet, 
A. et al., J. Immunol. 141:17-20 (1988); Machy, P. et al., Proc. Natl. Acad, Sci. (U.S.A.) 

25 85:8027-803 1 (1988)). The construct to be inserted into the ES cell must first be in the 
linear form. Thus, if the knockout construct has been inserted into a vector as described 
above, linearization is accomplished by digesting the DNA with a suitable restriction 
endonuclease selected to cut only within the vector sequence and not within the knockout 
construct sequence. If the ES cells are to be electroporated to insert the construct, the ES 

30 cells and construct DNA are exposed to an electric pulse using an electroporation 

machine and following the manufacturers guidelines for use. After electroporation, the 
ES cells are typically allowed to recover under suitable incubation conditions. The cells 
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are then cultured under conventional conditions, as are known in the art, and screened for 
the presence of the construct. 

Screening and selection of those cells into which the targeting construct has been 
integrated can be achieved using the positive selection marker and/or the negative 

5 selection marker in the construct In preferred embodiments, the construct contains both 
positive and negative selection markers. In one aspect, methods which rely on 
expression of the selection marker are used, for example, by adding the appropriate 
substrate to select only those cells which express the product of the positive selection 
marker or to eliminate those cells expressing the negative selection marker. For 

1 o example, where the positive selection marker encodes neomycin resistance, G4 1 8 is 
added to the transformed ES cell culture media at increasing dosages. Similarly, where 
the negative selection marker is used, a suitable substrate {e.g., gancyclovir if the 
negative selection marker encodes HSV-TK) is added to the cell culture. Either before 
or after selection using the appropriate substrate, the presence of the positive and/or 

15 negative selection markers in a recipient cell can also be determined by others methods, 
for example, hybridization, detection of radiolabelled nucleotides, PCR and the like. In 
preferred embodiments, cells having integrated targeting constructs are first selected by 
adding the appropriate substrate for the positive and/or negative selection markers. Cells 
that survive the selection process are then screened by other methods, such as PCR or 

20 Southern blotting, for the presence of integrated sequences. 

After suitable ES cells containing the construct in the proper location have been 
identified, the cells can be inserted into an embryo, preferably a blastocyst. The 
blastocyts are obtained by perfusing the uterus of pregnant females. In one embodiment, 
the blastocyts are obtained from, for example, the FVB/N strain of mice and the ES cells 

25 are obtained from, for example, the C57BL/6 strain of mice. Suitable methods for 
accomplishing this are known to the skilled artisan, and are set forth by, e.g., Bradley et 
al., (1992) Biotechnology, 10:534-539. Insertion into the embryo may be accomplished 
in a variety of ways known to the skilled artisan, however a preferred method is by 
microinjection. For microinjection, about 10-30 ES cells are collected into a micropipet 

30 and injected into embryos that are at the proper stage of development to permit 

integration of the foreign ES cell containing the construct into the developing embryo. 
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The suitable stage of development for the embryo used for insertion of ES cells is species 
dependent, in mice it is about 3.5 days. 

While any embryo of the right stage of development is suitable for use, it is 
preferred that blastocysts are used. In addition, preferred blastocysts are male and, 

5 furthermore, preferably have genes encoding a coat color that is different from that 
encoded by the genes ES cells. In this way, the offspring can be screened easily for the 
presence of the knockout construct by looking for mosaic coat color (indicating that the 
ES cell was incorporated into the developing embryo). Thus, for example, if the ES cell 
line carries the genes for black fur, the blastocyst selected will carry genes for white or 

10 brown fur. 

After the ES cell has been introduced into the blastocyst, the blastocyst is 
typically implanted into the uterus of a pseudopregnant foster mother for gestation. 
Pseudopregnant females are prepared by mating with vasectomized males of the same 
species and successful implantation usually must occur within about 2-3 days of mating. 

15 Offspring are screened initially for mosaic coat color where the coat color 

selection strategy has been employed. Southern blots and/or PCR may also be used to 
determine the presence of the sequences of interest. Mosaic (chimeric) offspring are then 
bred to each other to generate homozygous animals. Homozygotes and heterozygotes 
may be identified by Southern blotting of equivalent amounts of genomic DNA from 

20 mice that are the product of this cross, as well as mice that are known heterozygotes and 
wild type mice. Alternatively, Northern blots can be used to probe the mRNA to identify 
the presence or absence of transcripts encoding either the replaced gene, the light 
generating protein coding sequence (e.g., luciferase gene), or both. In addition, Western 
blots can be used to assess the level of expression of the luciferase protein with an 

25 antibody against the luciferase gene product. Finally, in situ analysis (such as fixing the 
cells and labeling with antibody) and/or FACS (fluorescence activated cell sorting) 
analysis of various cells from the offspring can be conducted using suitable {e.g., anti- 
luciferase) antibodies to look for the presence or absence of the targeting construct. 

In one embodiment of the present invention, the animals are from the C57BL/6 

30 mouse strain. This strain develops a variety of tumors and has been used to develop a 
number of tumor cells lines, for example, B 16 melanoma cells (including, B16F10, 
B 1 6D5, and B 1 6F1), Lewis lung carcinoma cells (including, LLC, LLC-h59), T241 
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mouse fibrosarcoma cells, RM-1 and pTC2 mouse prostate cancer cells, and MCA207 
mouse sarcoma cells. These cell lines have been extensively used for in vivo tumor 
biology studies after injection into C57BU6 mice. The generated targeted transgenic 
mice in the Examples are in C57BU6 genetic background and these animals are suitable 

5 for injection or implantation of such tumor cells, as well as other tumor cells described in 
literature that are immunocompatent for C57BL/6 mice. Thus, the transgenic animals 
can then be used, for example, to monitor, in vivo, tumor progression (e.g., growth) and 
the efficacy of therapies on tumor regression. For example, where the transgenic animal 
is tumor-susceptible, it is monitored for expression of a reporter, e.g., luciferase, which is 

10 indicative of tumorigenesis and/or angiogenesis. The monitoring of expression of 
luciferase reporter expression cassettes using non-invasive whole animal imaging has 
been described (Contag, C. et al. U.S. Patent No. 5,650,135, July 22, 1997; Contag, P., et 
al, Nature Medicine 4(2):245-247, 1998; Contag, C, et al, OSA TOPS on Biomedical 
Optical Spectroscopy and Diagnostics 3:220-224, 1996; Contag, C.H., et al, 

15 Photochemistry and Photobiology 66(4):523-531, 1997; Contag, C.H., et al, Molecular 
Microbiology 18(4):593-603, 1995). Such imaging typically uses at least one photo 
detector device element, for example, a charge-coupled device (CCD) camera. 

The transgenic animals described herein can also be used to determine the effect 
of an analyte (e.g., therapy), for example on tumor progression where the promoter 

20 induces light generating protein (e.g., luciferase) expression when a tumor develops. 
Methods of administration of the analyte include, but are not limited to, injection 
(subcutaneously, epidermally, intradermally), intramucosal (such as nasal, rectal and 
vaginal), intraperitoneal, intravenous, oral or intramuscular. Other modes of 
administration include oral and pulmonary administration, suppositories, and transdermal 

25 applications. Dosage treatment may be a single dose schedule or a multiple dose 
schedule. For example, the analyte of interest can be administered over a range of 
concentration to determine a dose/response curve. The analyte may be administered to a 
series of test animals or to a single test animal (given that response to the analyte can be 
cleared from the transgenic animal). 

30 The following examples are intended only to illustrate the present invention and 

should in no way be construed as limiting the subject invention. 
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EXAMPLES 
Example 1 

Generating the Targeting Cassette and Vector 

5 

A. Creation of the Backbone Vector 

pTK53: The 0.5 kb mouse phosphoglycerate kinase 1 promoter was amplified 
with PGK primers (PGKF, SEQ ID NO: 1 : 

ATCGAATTCTACCGGGTAGGGGAGGCGCTTT; PGKR, SEQ ID NO:2: 

10 GGCTGCAGGTCGAAAGGCCCGGAGATGAGG) using mouse genomic DNA 
(Genome Systems, Inc., St. Louis, MO) as template. This fragment was then double 
digested with EcoRI and PstI and cloned into the pKS vector (Stratagene, La Jolla, 
California) which was linearized with the same enzymes. The neomycin gene was 
amplified with NeoF (SEQ ID NO:3: 

15 ACCTGCAGCCAATATGGGATCGGCCATTGAAC) and NeoR (SEQ ID NO:4: 
GGATCCGCGGCCGCCCCCAGCTGGTTCTTTCCGCCTC) primers using 
pNTKV1907 (Stratagene) as a template. The 1 .1 kb PCR fragment was double digested 
with PstI and BamHI and cloned into the pKS-PGK vector which was linearized with the 
• same enzymes. This pKS-PGK-Neo vector was used to clone thymidine kinase gene as 

20 follows. Primers TKF (SEQ ID NO: 5: 

GGATCCTCTAGAGTCGAGCAGTGTGGTTTT) and TKR (SEQ ID NO:6: 
GAGCTCCCGTAGTCAGGTTTAGTTCGTCCG) were used to amplify the TK gene 
from pNTKV1907 (Stratagene). The amplified 2kb fragment was then digested with 
BamHI and Sad and cloned into pKS-PGK-Neo vector that was linearized with the same 

25 enzymes. This constructed vector was designated as pTK. A synthetic linker F5R5 was 
made after annealing of two primers (forward primer, F5R5 1 , SEQ ID NO: 7: 
GTACATTTAAATCCTGCAGG; reverse primer, F5R52, SEQ ID NO:8: 
AGCTCCTGCAGGATTTAAAT). This linker was inserted between Asp718I and 
Hindm sites of pTK and the new construct was designated pTK5. A second synthetic 

30 linker F3R3 was made by annealing of two primers (forward primer, F3R3 1 , SEQ ID 
NO:9: 

GGCCCGGGCTTAATTAATGCATCATATGGTACCGTTTAAACGCGGCCGCAAG 
CTTGTCGACGGCGCGCCGGCCGGCC; reverse primer, F3R32, SEQ ID NO: 10: 
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GATCGGCCGGCCGGCGCGCCGTCGACAAGCTTGCGGCCGCGTTTAAACGGTA 
CCATATGATGCATTAATTAAGCCCG), ). This linker was inserted between NotI and 
BamHI sites of pTK and the new construct was designated pTK53. Schematics of the 
vectors are shown are shown in Figure 1 . 

5 

B. Introduction of Luciferase 

pTK-LucYG and pTK-LucR: The yellow green luciferase gene was isolated 
from pGL3 vector (Promega) as a HindHI-Sall fragment and was cloned into pGK53 that 
was linearized with the same enzymes. The new construct was designated pTK-LucYG 
10 (8931 bp), shown in Figure 2. 

The red luciferase gene was isolated from pGL3-red vector (Dr. Christopher 
Contag, Stanford University, Stanford, Calif.) as a HindHI-Sall fragment and was cloned 
into pGK53 that was linearized with the same enzymes. The new construct was 
designated pTK-LucR (8931 bp), shown in Figure 2. 

15 

Example 2 
Insertion of Targeting Sequences 

A- Generation of vitronectin targeting vector: The targeting construct 
20 pTKLR-Vn was generated by inserting vitronectin (VN) DNA sequences into pTK-LucR 
vector. 

Vitronectin (VN) is an abundant glycoprotein present in plasma and the 
extracellular matrix of most tissues. In a previous study, it was shown that heterozygous 
mice carrying one normal and one null VN allele and homozygous null mice completely 

25 deficient in vitronectin demonstrate normal development, fertility, and survival. This 
suggests that VN is not essential for cell adhesion and migration during normal mouse 
development (Zheng, X., et al., Proc Natl Acad Sci U S A 1995 92:12426-30). Mouse 
vitronectin genomic DNA sequence of 5004 bp was obtained from GenBank database 
(Accession number X72091). Based on this sequence, a 1.63 kb 3'end vitronectin 

30 fragment was amplified (reverse primer, VN1R, SEQ ID NO: 1 1 : 

CTGTATTTAAATCTGCCCACCCTATTCAGGACAGTAGTC; forward primer, 
VN1F, SEQ ID NO: 12: CCAATGCATCAACCCAGCCAGGAGGAGTGCG) using 
mouse C57BL/6 genomic DNA as template (Genome Systems, Inc., St. Louis, MO). 
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This fragment was digested with Swal and Nsil and cloned into pTK-LucR (linearized 
with Swal and 56/7). This construct was designated as pTK-LucR3. Subsequently, a 2.35 
kb 5'end vitronectin fragment was amplified (reverse primer, VN2R,SEQIDNO:13: 
AACGCGTCGACTTCGGAGATGTTTCGGGGATAACCAGG; forward primer, 

5 VN2F,SEQIDNO:14: 

TTGGCGCGCCCCATAGAGAAGAGACACCAAAGGCACGCTC) using mouse 

C57BL/6 genomic DNA as template. This fragment was digested with SaU and AscI and 

cloned into pTK-LucR vector that was linearized with SaU and AscI. This construct was 

designated as pTKLR-Vn. Figure 3 shows the restriction map of pTKLR-Vn vector. The 

10 polylinker between the neomycin gene and red luciferase gene is used to insert the 

VEGF promoter or other promoters of interests. The predicted homologous 

recombination between pTKLR-Vn and vitronectin gene is illustrated in Figure 3A. 

Upon insertion of the VEGF-LucR transgene cassette, the endogenous vitronectin gene is 

destroyed. Figure 3B shows the genomic DNA sequence of VN. 

15 

B. Generation of Fos targeting vector: The targeting construct pTKLG-Fos was 
generated by inserting FosB DNA sequences into pTK-LucYG vector. 

FosB is one of the members of the Fos family. It plays a functional role in 
transcriptional regulation. It has been shown that FosB mice are born at a normal 
20 frequency, are fertile and present no obvious phenotypic or histologic abnormalities 
(Gruda et al (1996) Oncogene 12:2177-2185). A 28.8 kb genomic region that contains 
mouse FosB DNA sequence was obtained from GenBank database (Accession number 
AF093624). 

Using this sequence, a 1.71 kb 5'end FosB fragment was amplified (forward 

25 primer, FosB IF, SEQ ID NO:15: 

CTGTATTTA AATCCCGTTTCTCACTGTGCCTGTGTC ; reverse primer, FosBlR, 
SEQ ID NO: 16: GTCTCCTGCAGGCTTCCTCCTCCTTGTTCCTTGCG) using mouse 
C57BL/6 genomic DNA as template. This fragment was digested with Swal and Sbfl and 
cloned into pTK-LucYG vector that was linearized with Swal and Sbfl. This construct 

30 was designated as pTK-LucYG3. Subsequently, a 1 .58 kb 3'end FosB fragment was 
amplified (forward primer, FosB2F, SEQ ID NO: 1 7: 

AACGCGTCGACGG ATGGGATTGACCCCC AGCCCTC ; reverse primer, FosB2R, 
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SEQ ID NO: 18: TTGGCGCGCCCCTTGCCTCCACCTCTCAAATGC) using mouse 
C57BL/6 genomic DNA as template. This fragment was digested with Sail and AscI and 
cloned into pTK-Luc YG vector that was linearized with Sail and AscL This construct 
was designated as pTKLG-Fos (Figure 4). The polylinker between the neomycin gene 

5 and red luciferase gene is used to insert the VEGFR2 promoter (Example 3, Figure 5 A), 
Tie2 promoter (Example 3, Figure 5B), as well as, other promoters of interests. The 
predicted homologous recombination between the targeting vector bearing the VEGFR2 
promoter (Figure 5A) or the Tie2 promoter (Figure 5B) and FosB gene is also illustrated. 
As shown in the Figures, the VEGFR2-LucYG transgene cassette and Tie2-LucYG 

10 transgene cassette is inserted downstream of FosB gene translational stop signal. 

Therefore, the targeted transgenic mice should still have a functional FosB gene while 
expressing the transgenes. Figure 4B showns the DNA sequence of FosB. 

Example 3 

15 Insertion of Promoter Sequences of Interest 

A. pTKLR- Vn/VEGF : Mouse VEGF genomic DNA sequence of 2240 bp that 
contains a partial VEGF promoter region was obtained from GenBank (accession 
number: U41383). Accordingly, primers were designed to amplify a 0.69 kb (VFI- 
VR1 A; Table 1) and a 0.98 kb fragment (VF2-VR2; Table 1). It was confirmed that 

20 each pair of primers can amplify the predicted product using mousel29SvJ genomic 
DNA as template. 
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Table 1 



Name 


Seq Id No 


Sequence 


VF1 


19 


ACCTC ACTCT CCTGT CTCCC CTGAT TCCCA A 


VR1A 


20 


GCTCT GGCGG TCACC CCCAA AAGCA 


VF2 


21 


CCCTT TCCAA GACCC GTGCC ATTTG AGC 


VR2 


22 


ACTTT GCCCC TGTCC CTCTC TCTGT TCGC 


KF1 


23 


GCTGC GTCCA GATTT GCTCT CAGAT GCG 


KR1 


24 


TTCTC AGGCA CAGAC TCCTT CTCCG TCCCT 


KF2 


25 


CAGAT GGACG AGAAA ACAGT AGAGG CGTTG GC 


KR2 


26 


GAGGA CTCAG GGCAG AAAGA GAGCG 


TF3 


27 


AGCTT AGCCT GCAAG GGTGG TCCTC ATCG 


TF2 


28 


CAAAT GCACC CCAGA GAACA GCTTA GCCTG C 


TR1 


29 


GLT1T CAACA ACTCA CAALT 1TGCG AC1TC CCG 



Conditions for PCR amplification are shown in Figure 6. These primers were 
5 used for PCR screening of mouse 129/SvJ genomic DNA BAC (bacterial artificial 
chromosome) library (Genome Systems, Inc., St. Louis, MO). The library, on average, 
contained inserts of 120 kb with sizes ranging between 50 kb to 240 kb. A large 
genomic DNA fragment that contained VEGF promoter region was obtained. Southern 
blot analysis was performed to map the VEGF promoter region. A unique HindlQ 
10 restriction site was mapped approximately 7.8 kb upstream of the ATG translational start 
codon of the VEGF gene. The sequences between Hindm and ATG translational start 
codon are inserted into the polylinker of pTKLR-Vn vector to finish the construction of 
targeting vector that contains VEGF-LucR transgene (Figure 3A). 

15 B. pTKLG-Fos/VEGFR2 

A mouse VEGFR2 genomic DNA sequence of 1079 bp which contains a partial 
VEGFR2 promoter region was published previously (Ronicke, et ah, (1996) C/r. Res. 
79:277-285). Accordingly, primers were designed to amplify a 0.45 kb (KF1-KR1 A; 
Table 1) and a 0.58 kb fragment (KF2-KR2; Table 1). It was confirmed that each pair of 
20 primers can amplify the predicted product using mouse 129SvJ genomic DNA as 
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template. DNA sequences for these primers are shown in Table 1 above and PCR 
amplification conditions are shown in Figure 6. These primers were used for PCR 
screening of mouse 129/SvJ genomic DNA BAC library. From the screening, a BAC 
clone that contained a large genomic DNA fragment was obatined. Based on the 

5 published restriction map of VEGFR2, a 4.5 kb HindTH-Xbal fragment that covers the 
VEGFR2 promoter region was subcloned from the VEGFR2 BAC clone into the 
pBluescriptSK vector (Stratagene, La Jolla, CA) that was linearized with Hindm and 
Xbal. The VEGFR2 promoter sequences of 4.1 kb, spanning from a Hindm site to the 
ATG translational start codon, are subcloned into the polylinker of pTKLG-Fos vector to 

10 construct the targeting vector that contains VEGFR2-LucYG transgene (Figure 5A). 

C. pTKLG-Fos/Tie2 

Mouse Tie2 genomic DNA sequence of 477 bp which contain a partial Tie2 
promoter region has been published previously (Fadel et al (1998) Biochem. J. 330(Pt. 

15 l):335-343). Accordingly, primers were designed to amplify a 0.45 kb (TF3-TR 1 ; Table 
1) and a 0.47 kb fragment (TF2-TR1 ; Table 1 ). It was confirmed that each pair of 
primers amplified the predicted product using mouse 129SvJ genomic DNA as template. 
DNA sequences for these primers are shown in Table 1 above. PCR amplification 
conditions are shown in Figure 6. These primers are used for PCR screening of mouse 

20 1 29SvJ genomic DNA BAC library. From the screening, a BAC clone containing a 
large genomic DNA fragment of the Tie2 promoter region was obtained. Based on the 
published Tie2 genomic DNA restriction map (see, Dumont et al., supra), a 10.5 kb 
Asp718-EcoRV fragment containing the Tie2 promoter region was subcloned ifrom the 
Tie2 BAC clone into the pSK vector that was linearized with Asp718 and EcoRV. The 

25 Tie2 promoter sequences of about 6.8 kb, spanning from the Asp7 1 8 site to the ATG 
translational start codon is subcloned into the polylinker of pTKLG-Fos vector to 
construct the Tie2-LucYG targeting vector (Figure 5B). 
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Example 4 

Generation of Transgenic Mice Carrying the Constructs of the Present 

Invention 

5 A. General Procedure: Figure 7 depicts a generalized description of generation 

of transgenic mice using the targeted transgenic vectors described in Example 3. Details 
regarding embryonic stem (ES) cell culture, transfection, blastocyst injection and 
implantation to a pseudopregnant foster are described, for example, in Hogan et al (1994) 
"Manipulating the Mouse Embryo, A Laboratory Manual. Second Edition", Cold Spring 

10 Harbour Laboratory Press. 

After construction the targeted transgenic construct are transfected into C57BL/6 
embryonic stem (ES) cells. (Genome System Inc., Genome Systems, Inc., St. Louis, 
MO) through electroporation. The antibiotic G418 is used to select for cells in which the 
DNA construct containing the Neo gene is integrated, either randomly or by homologous 

15 recombination. The nucleoside analog gancyclovir is converted by TK to a cytotoxic 
derivative. DNA that has integrated by homologous recombination lose the TK gene and 
are resistant to the drug, whereas cells that have incorporated the DNA randomly are 
likely to retain the TK gene. Thus, cells containing random integrations into a 
chromosomal location that allows the expression of the TK gene are killed. The G418 

20 and gancyclovir resistant clones are then be screened by PCR and Southern blot analysis 
and those that have homologous DNA recombination is used for FVB/N blastocyst 
injection (Genome System, Inc.). Between 4-16 blastocysts are transferred to the uterus 
of a pseudopregnant foster mother. The pups are typically born 17 days after the transfer. 
Either random bred mice or Fl hybrid mice make suitable recipients. Females of certain 

25 random-bred stocks (e.g., CD1 mice, from Charles River Laboratories) have very large 
ampullae, which makes oviduct transfer easier. These mice also generally make good 
mothers. Alternatively, Fl hybrid females (e.g., B6 x CBA Fl) can be used as recipients. 
Although their ampullae are smaller, make exceptionally good mothersjearing litters as 
small as two pups. See, for example, Hogan et al. (1994), supra. 
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B. Screening for homologous DNA recombination positive ES cells 
1). pTKLG-Fos/VEGFR2: Analysis of homologous DNA recombination between 
pTKLG-Fos/VEGFR2 targeting vector and the FosB gene is carried out using Southern 
blot analysis as shown in Figure 8. Genomic DNA prepared from G418 resistant ES 

5 cells is digested with PvuII and probed with probe A to confirm the 5'end DNA 

recombination. PvuII digestion of DNA bearing homologous recombination reveals two 
separate bands of 8.2 and 4.0 kb, whereas digestion of DNA from homologous 
recombination negative clones reveals only the 8.2 kb band. The 3*end of DNA 
recombination is tested by hybridizing Nod digested DNA with probe B. Nod digestion 

10 of DNA bearing homologous recombination will reveal two separate bands of >8.2kb 
and 5.0 kb, whereas digestion of DNA from homologous recombination negative clones 
will only reveal the >8.2 kb band. Once homologous DNA recombination is confirmed, 
positive clones is selected forFVB/N blastocyst injection. 

15 2) pTKLG-Fos/Tie2: Analysis of homologous DNA recombination between 

pTKLG-Fos/Tie2 targeting vector and the FosB gene is analyzed by Southern blot in a 
similar manner as described above for pTKLG-Fos/VEGFR2. Once homologous DNA 
recombination is confirmed, positive clones are selected for FVB/N blastocyst injection 

20 3) FTKLR-Vn/VEGF: Analysis of homologous DNA recombination between 

pTKLR-Vn/VEGF targeting vector and the vitronectin gene is analyzed by PCR. DNA 
primers designed according to the predicted homologous recombination, are listed in 
Table 2. 
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Table 2 

PCR primers for analysis of homologous DNA recombination between pTKLR- 
Vn/VEGF targeting vector and the vitronectin gene 



FS^y-C^AGTGTCTUroATTTAGGGAGAGCACCTGAG -3' SEQ ID NO:30" 



RS1 5 '- CCAGACTGCCTTGGGAAAAGCGCCTC -3' SEQIDN031 



F52 5'- CAGTGAGAGTCTTCTCTGTCCCTCAATCGGTTCTG -3* SEQ ID 



R52 T- TGGATGTGGAATGTGTGCGAGGCCAG -3' SEQ ID NO.33 



raT^-^TCAAAGAGGCGAACTGTGTGTGAGAGGTCC -3' SEQ ID NO:34 



R31 5- CGGCTCCCCAAAATGTGGAAGCAAGC -3' SEQIDNO.35 



F32 5 '-GAATCCATCITGCTCCAACACCCCAACATC-3' SEQIDNO:36 
R32 5'-CGCCTCCTCTCCCCAGTCTCCCCTTG-3' SEQIDNO:37 



Primers F51-R51 and F52-R52 amplify a 1799 bp and a 1841 bp DNA fragment 
respectively from the 5'end of the transgene that is integrated into the vitronectin site 
through homologous DNA recombination, whereas primers F3I-R31 and F32-R32 
10 amplify a 3549 bp and a 3428 bp DNA fragment respectively from the 3'end of the 
transgene that is integrated into the vitronectin site through homologous DNA 
recombination. Clones that allow successful amplification of both the 5'end and 3'end 
of the integrated transgene are selected for FVB/N blastocyst injection. 

15 C. Analysis of chimeric mice 

The pups developed from injected blastocysts contain chimeras, as can be 
identified by their agouti coat color when an ES cell derived from a mouse having a dark 
coat color (e.g., C57BL/6) is injected into the blastocyst of a light coat color animal (e.g., 
FVB/N, genotype B/B). DNA analysis {e.g., Southern blotting, PCR) is conducted to 

20 further confirm the presence of the transgene in these pups as described above in Section 
B. These animals may be obtained commerically, for example from The Jackson 
Laboratory, Bar Harbor, MN. 



WO 01/18225 



PCT/US99/30078 



54 

D. Generating targeted transgenic CS7BL/6 mice with white coat color 

Breeding of the chimeric mice generates homozygous targeted transgenic mice, 
as depicted in Figure 9. The targeted mice are used to monitor gene expression through 
the measurement of luciferase mediated light emission from the mice. In a preferred 

5 embodiment, the targeted mouse has a light coat color (e.g., white coat color), because 
the black colored coat (an example of a dark coat color) of C57BL/6 mice can absorb 
light emitted from the body and may interfere the sensitivity of the bioluminescence 
assay. An inbred mouse strain C57BU6-Tyr C2j/+ strain (Jackson Laboratory, Bar 
Harbor, MN) is available for this purpose. This strain of mice have white color coat, yet 

10 they still have the same genetic background as C57BU6 mice except that the gene 
responsible for the black coat color is mutated. Unfortunately, C57BI76-Tyr C2j/+ ES 
cells are not currently available. Therefore, the designed breeding program illustrated in 
Figure 9 is aimed to generate mice that are homozygous for the target transgene and have 
white coat color. C57BL/6 ES cells are prepared as described above and introduced into 

15 a suitable blastocyst (e.g., from the FVB/N strain of mice). The blastocysts are 

implanted into a foster mother. Chimeric mice are shown in Figure 9 as white animals 
with black and green patches. Chimeric animals are bred with C57B1V6-Tyr C2jAf mice 
to create Fl hybrids. Subsequent breeding of the Fl hybrids generates several type of 
mice, including the one that is homozygous for the target transgene and has a white coat 

20 color (shown in Figure 9 as b/b; L/L), which is used for in viva gene regulation 
monitoring. 

A C57BL/6 mouse and a C57BL/6-Tyr C2j/+ mouse are considered to be 
substantially isogenic. Accordingly, the method of the present invention exemplified in 
Figure 9 provides a means for generating breeding groups of substantially isogenic mice 
25 in a selected genetic background carrying at least one transgene of interest. 

E. Dual luciferase targeted transgenic mice 

As described above, two targeting vectors are generated. PTKLR-Vn carries a 
red luciferase gene and is targeted into vitronectin locus. PTKLG-Fos carries a yellow- 
30 green luciferase gene and is targeted into FosB locus. A number of promoters, including 
VEGF promoter, VEGFR2 promoter, and Tie2 promoter are cloned into these vectors, as 
described above. Subsequently three type of targeted transgenic mice are generated. 
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VEGF mice carry VEGF promoter-red luciferase transgene (VEGF-LucR) integrated 
into vitronectin locus. VEGFR2 mice carry VEGFR2 promoter-yellow-green luciferase 
(VEGFR2-LucYG) transgene integrated into FosB locus. Tie2 mice carry Tie2 promoter- 
yellow-green luciferase (Tie2-LucYG) transgene integrated into FosB locus. Through a 
5 breeding program illustrated in Figure 10, dual luciferase targeted transgenic mice are 
produced, carrying both of the VEGF-LucR and the VEGFR2-LucYG transgenes. The 
degradation of luciferin by yellow-green luciferase and red luciferase generates lights 
that emit at 540 nM and 610 nM respectively. These wavelengths of light are measured 
individually using a photo-counting camera (intensified CCD). Therefore, both VEGF 
10 expression and VEGFR2 expression, for example, can then be monitored in the same 
mouse at the same time. 

As is apparent to one of skill in the art, various modification and variations of the 
above embodiments can be made without departing from the spirit and scope of this 
15 invention. These modifications and variations are within the scope of this invention. 
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CLAIMS 

What is claimed is: 

1 . A vector for use in generating a transgenic non-human mammal, said mammal 
having at least one single-copy, non-essential gene in its genome, said vector comprising 

(a) a first selectable marker and a reporter expression cassette, said reporter 
expression cassette comprising a transcriptional promoter element operably linked to a 
light-generating protein coding sequence, and 

(b) targeting polynucleotide sequences homologous to a single-copy, non- 
essential gene in said mammal's genome, said targeting polynucleotide sequences 
flanking (a), wherein (i) the length of the targeting polynucleotide sequences are 
sufficient to facilitate homologous recombination between the vector and the single- 
copy, non-essential gene, and (ii) said transcriptional promoter element is heterologous 
to the single-copy, non-essential gene. 

2. The vector of claim 1, wherein said first selectable marker provides a positive 
selection. 

3. The vector of claim 2, wherein said first selectable marker is selected from the 
group consisting of neomycin phosphotransferase II, xanthine-guanine 
phosphoribosyltransferase, hygromycin-B-phosphotransferase, chloramphenicol 
acetyltransferase, and adeninephosphoribosyl transferase, 

4. The vector of claim 3, wherein the first selectable marker is neomycin 
phosphotransferase n. 

5. The vector of any of claims 1-4, further comprising a second selectable 
marker, wherein at least one target polynucleotide sequence is located between said 
second selectable marker and (a). 

6. The vector of claim 5, wherein said second selectable marker provides a 
negative selection. 
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7. The vector of claim 6, wherein said second selectable marker is selected from 
the group consisting of adenosine deaminase, thymidine kinase, and dihydrofolate 
reductase. 

8. The vector of any of claims 1-7, wherein the transcriptional promoter element 
is selected from the group consisting of an inducible promoter, a repressible promoter, 
and a constitutive promoter. 

9. The vector of claim 8, wherein the transcriptional promoter element is selected 
from the group consisting of VEGF, VEGFR, and TIE2. 

10. The vector of any of claims 1-9, wherein the sequences encoding the light- 
generating protein are obtained from either procaryotic or eucaryotic sources. 

1 1. The vector of claim 10, wherein the light generating protein is a luciferase. 

1 2. The vector of any of claims 1-11, wherein said reporter expression cassette 
further comprises other control elements. 

1 3. The vector of claim 12, wherein said control elements are selected from the 
group consisting of transcription enhancer elements, transcription termination signals, 
polyadenylation sequences, sequences for optimization of initiation of translation, and 
translation termination sequences. 

1 4. The vector of any of claims 1-11, wherein said vector is circular. 

1 5. The vector of claim 14, wherein said vector contains at least one restriction 
site whose cleavage results in a linear vector having the following arrangement of 
elements: targeting polynucleotide sequence - (a) - targeting polynucleotide sequences. 

1 6. The vector of claim 5, wherein said vector is circular. 
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17. The vector of claim 16, wherein said vector contains at least one restriction 
site whose cleavage results in a linear vector having the following arrangement of 
elements: target polynucleotide sequence - (a) - targeting polynucleotide sequences - 
(second selectable marker). 

18. The vector of any of claims 1-17, wherein the coding sequences of the 
reporter expression cassette comprise codons that are optimal for expression in a host 
system into which the expression cassette is to be introduced. 

19. The vector of claim 18, wherein said mammal is a rodent 

20. The vector of claim 19, wherein said mammal is a mouse. 

21. The vector of any of claims 1-20, wherein said targeting polynucleotide 
sequences from single-copy, non-essential genes are selected from the group consisting 
of vitronectin, /ayfl, and galactin 3. 

22. A method of producing a transgenic, non-human mammal, said mammal 
having at least one single-copy, non-essential gene in its genome, comprising 

transfecting an embryonic stem cell of said mammal with a linear vector 
comprising 

(a) a first selectable marker and a reporter expression cassette, said reporter 
expression cassette comprising a transcriptional promoter element operably linked to a 
light-generating protein coding sequence, and 

(b) targeting polynucleotide sequences homologous to a single-copy, non- 
essential gene in said mammal's genome, said targeting polynucleotide sequences 
flanking (a), wherein (i) the length of the polynucleotide sequences are sufficient to 
facilitate homologous recombination between the vector and the single-copy, non- 
essential gene, and (ii) said transcriptional promoter element is heterologous to the 
single-copy, non-essential gene; 
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selecting embryonic stem cells which each have said first selectable marker and 
reporter expression cassette integrated into its genome; 

injecting said embryonic stem cells into a host embryo, 
implanting said embryo in a foster mother, - 

maintaining said foster mother under conditions which allow production of an 
offspring that is a transgenic, non-human mammal carrying said reporter expression 
cassette. 

23. The method of claim 22, wherein said offspring is capable of germline 
transmission of said reporter expression cassette. 

24. The method of claim 23 further comprising breeding said offspring with a 
mammal, wherein the mammal is substantially isogenic with the embryonic stem cells, 
wherein said breeding yields transgenic Fl offspring carrying said reporter cassette. 

25. The method of claim 24, further comprising breeding a first Fl offspring 
carrying said reporter cassette with a second Fl offspring carrying said reporter cassette, 
wherein said breeding yields transgenic F2 offspring carrying said reporter cassette. 

26. The method of any of claims 22-25, wherein said mammal is a mouse. 

27. The method of claim 26, wherein said embryonic stems cells are derived 
from a mouse having a dark coat color. 

28. The method of claim 27, wherein said mammal substantially isogenic with 
the embryonic stem cells has a light coat color. 

29. The method of claim 28, wherein said F2 offspring carrying said reporter 
cassette has a light coat color. 

30. The method of claim 29, wherein said embryonic stems cells are derived 
from a C57BI76 mouse having a dark coat color, and said mammal substantially 
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isogenic with the embryonic stem cells is a C57BU6-Tyr C2j/+ mouse having a light 
coat color. 

31 . The method of any of claims 22-30, wherein the light generating protein is a 
luciferase. 

32. A transgenic, non-human mammal, comprising at least one single-copy, non- 
essential gene in its genome, wherein (i) at least a portion of at least one single-copy, 
non-essential gene is replaced by polynucleotide sequences heterologous to the gene, 
such that the gene cannot produce a functional gene product, and (ii) said polynucleotide 
sequences comprise a first expression cassette which has been introduced into said 
mammal or an ancestor of said mammal, at an embryonic stage, said first expression 
cassette comprising 

a first selectable marker, . 

a first transcriptional promoter element heterologous to the gene, and 
light-generating protein coding sequences, wherein said light-generating protein 
coding sequences are operably linked to said promoter element. 

33. The transgenic, non-human mammal of claim 32, wherein the single-copy, 
non-essential gene is selected from the group consisting of vitronectin, fosB, and galactin 
3. 

34. The transgenic, non-human mammal of any of claims 32-33, wherein the 
first selectable marker is selected from the group consisting of neomycin 
phosphotransferase II, xanthine-guanine phosphoribosyltransferase, hygromycin-B- 
phosphotransferase, chloramphenicol acetyltransferase, and adeninephosphoribosyl 
transferase. 

35. The transgenic, non-human mamma) of any of claims 32-34, wherein the 
first transcriptional promoter element is selected from the group consisting of an 
inducible promoter, a repressible promoter, and a constitutive promoter. 
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36. The transgenic, non-human mammal of claim 35, wherein the first 
transcriptional promoter element is selected from the group consisting of VEGF, 
VEGFR, and Tffi2. 

37. The transgenic, non-human mammal of any of claims 32-36, wherein said 
expression cassette further comprises other control elements. 

38. The transgenic, non-human mammal of claim 37, wherein said control 
elements are selected from the group consisting of transcription enhancer elements, 
transcription termination signals, polyadenylation sequences, sequences for optimization 
of initiation of translation, and translation termination sequences. 

39. The transgenic, non-human mammal of any of claims 32-38, wherein said 
non-human mammal comprises a second single-copy, ndn-essential gene in its genome, 
wherein (i) at least a portion of the second single-copy, non-essential gene is replaced by 
polynucleotide sequences heterologous to the second gene, such that the second gene 
cannot produce a functional gene product, and (ii) said polynucleotide sequences 
comprise a second expression cassette which has been introduced into said mammal or 
an ancestor of said mammal, at an embryonic stage, said first expression cassette 
comprising 

a second selectable marker, 

a second transcriptional promoter element heterologous to the second gene, and 
light-generating protein coding sequences, wherein said light-generating protein 
coding sequences are operably linked to said second promoter element. 

40. The transgenic, non-human mammal of claim 39, wherein the first 
transcriptional promoter element in the first expression cassette is different from the 
second transcriptional promoter element in the second expression cassette. 

4 1 . The transgenic, non-human mammal of claim 40, wherein the light- 
generating protein in the first expression cassette can produce a different color of light 
relative to the light-generating protein in the second expression cassette. 
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42. The transgenic, non-human mammal of any of claims 32-41, said mammal 
being a rodent 

43. The transgenic, non-human mammal of 42, said rodent being a mouse. 

44. The transgenic, non-human mammal of any of claims 32-43, wherein the 
sequences encoding the light-generating protein are obtained from either procaryotic or 
eucaryotic sources. 

45. The transgenic, non-human mammal of claim 44 wherein the light- 
generating protein is a lucif erase. 
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3oi mncum (ucAoxano cecxccerw tcmmcwt wtcmAW tcgtaoocaa cwwrmx atomgckw qmxmom* Tmoociccr 

SSSS otJSSS SoctSSS jKcCTOCA TCKGWOTW WCMCOOPP GTCIGAAAAA TWOTOMC CTCTXTCTCT ACICCOAGGA 

mi oumeus ee mima er «oaticc» cncicww obdoqocmc ccwaoam ctgagcaato QAOca rccoT AooQAogAT T aemo KC 
SSSS SctuES* SacaSto cwaxaroo ocnosoTOP aciccrac ctoacoca tccciccxaa gtoicicaoq 

m wgmn •muflorr gaciottao wriuiciQ aajqaaaoaa iouaaxmxi orarorew atictoccxo atccxgtcca ciimi lxjcaa 
401 SSSSS £££££ SSSSS? SSSiSS Tncrncrr Accrrrncc caatacacic taagacogac taggacaott cwcwcxnr 

SOI axxrcx'TXXX UULTITI ' IC T CAGAAGGGAA AGTOAACATC CACCAAOCAa K»aTOICAC aTCMMO CimurittAO C^ ti fr rtflA CCMWOCTO 

SSSS cSSSS Scitoct toSotoxw w uimmc tatocaoxg ro^Torxcc gacacaaoic onoooicccT ocmuroaw 

CAi rvwyuk/M? CIAQCEAAAA CCAGTCtAAO GAGTMAAAO GGGCTCCCAC CTCCAGAGAA GAAATAGACO CICTOAATGO CCI CGCAOO T OOCAGOT CA 

SSSnc SaaSnc cccgaqqoto awcTtcrcrr crrxwcioc aAGAcmcc cgaocojcca ccgiccatot 

Ifll Afl-rvflTCCX TMCXIAXTC ATMRTGTXTG TAGGTTCCTA OLLWIVIV CTCOCTOGAO AACAAAaAOA ACCAGATOA ACGiaAlGAA CQACOGCAGT 

SS^SS wrcwcSS SccSflaS axoiaww gagcgacctc vi umc i cr Tocricr aact TOCACtAcrr ociccotca 

Ml TOGAOCTCIG OCTGOOTCTQ TOOOCACOCC CTCGCOIIB* ACOWMCOC TTTOGCTTC WCOCTMJ CTOTOTW JTOKTTOOT 

ASCXOBAGAC CGACGCACAC ACOOGTOCOQ GAGCCGCACr TGCTATCOOO AAAGCCGAAO ATGCGAATCT GAAGACAAAA AACCGAACTX CTXClGftCOCT 

901 TAAGGAGCCA QTQAOOTKSA l ^jlW ^ CATAGCAOCO T UJ^ATIUJ CTGGCACACC A1CCCAGTIC COOCIOM^ ATTOOOOTrC 

Stotoct SStowct MomaacQ oaaooxooc acctcaaaog cacwrowo mggicaag occoAcoct iMcaaM agacooaogt 
xooi icitrtxACAO ogaaoqoqtt aatocactto oajQATTCTa acnrariT ciccwcjao £™™ aSSS 

AGACATXGTC OCTTCCCCAA TXACG1GAAC COIdAAOAC OSAAACCAAA GAGGTCGTIC CAACM3ACAO ASKiATAAAT MCTMMMT mjavuxw 

1101 MCEATAT* 1CXWGWXC TMC1MCTA TCATCtAOCT M™CITOC CMWJW jSSSSSS 2^I2£ SSSS SSSSS 
AXAGATAIAT AGATACATAfl ATAGATAGAT ACrtAGATOGA TOGATGAATO GATAGAIACA TAGATAGATA CATAQTAGAT GGATO1ATOA A-nHATOOAT 

1201 CCTATXTATT lWWmti TCTTCTCTGA AACAOQATOT TM3CAOCTAC CCATOOCXOa TTXOCAACIC ^«AWC CWAACIQOC CTOmACTC 
^mSaEAA jjgjjjic!^ AAAAGAAACT tTOTCCWOA ATCOIGQATO OATACCGACC AAAOGTTQAG TOATACTICO CTIATIOACCO OAOAATTQAG 

1301 ACAAAGATOC ACTTQCCTGT OICITOAOT OCIGDQATTA AAACCATOTO CCACWaja CAOCTOCAOT AOQACCI^ «^««TT 

TOTnCT5Ut» TGAAOOGACA CACAGMCTCA OGW0CTXAT TTTCOEACAC OOTOATOXGO QTCGAQGTCA T0CT0GAAAT CTTOTCrrAAA CGATACQQAA 

1401 OOCTAAOACA CACAACTCAfl TOOOCMCCC OCAOOC TOCC TOipWOC TTXTTOOCAT OCITOTOCJ, «OTMTOCT «AMgraB OOOCATOOQA 
r rrr M ' IV 'I WI ' OIOnGMnC AOOOGTCOOO U/ALUA AOGO ACAaATCTCO AAAAAOOGTA GGAGAOAGOT GACATAGGOA ACTTAOAGAC 

1501 AACCCCTCAO CTTTft^Tr: ClULm i CC TCTCTTAGGC AAAG1CCAAO GTATGGQATC CAAA TAGAOC CAAGCCT CAT CCCCCAAAAO TCfcACACAAO 
TTWoSSc GWW CoS SSSaOACO ACACAATCCQ TPXCAOWIC CATAOCCTM3 GTTPATCTCG GTTCOGAGTA GOOOOPTTIC AGTIOICITC 

H01 CAAAQTCDU3 OCAGAGCAAA CAGCTCTTGA TCOATOGTOr CACWJTTOCA UJUXXT IOX CTQQAAOOCC CO^SSSS y^y Sj 1 l??"??^ 

cmaSSac SSiuiiSriT otcwgaact jwcraaacA gtgtcaaggt ccc ooGAQog gaccttoqoo oqtgatagto toqqgxcaaa oarctcrnc 

1701 AAOCCAGOCT WCUCAOCT CCAWOCKGA OGATCTOCCC CAGAAGAOGA GTTCGAAAAT CriTCTCCCAO CIW OCJOQCT »AO»A0OC j^AOTOCTa 
TOOTCOGA AffiASMQBA SkvXAlSlUT CCSAGACGGQ iHCriClCCT CAAGCTTTEA CAAGAGCGTC GACAGGGOGA CTTCOTIOCO TOTCAOOAflP* 

1B01 AACAOGOCTG ACAOAGAGCT QCCTCOCNC TOOTMCTB CTGAAXnOQ MOOODr *«GOTOCC TOAGGAOOa AACAOCTQQC 

TTOIGCCGAC TOTO1C1CGA OaOAAOOOZQ ACGAOOAOOO AOOCAAOQAC GACTTTAAGC AIQAQQOXCA TCACOAAflQO ACTOCICDIC TTOiaaOB 

1901 JOCAGGAOAO ATCIGAOCAA GGCAGAGAGG AATCATGOAA TAGAACAGOO ACICCACCAC Cl UJXm T CllX'l UIAOC CTOAGXAOOC TTGAAfflAOT 

SgtoctSc SSSoott uS t SSoc TnoMfirr at cctcb o cc iGAGOXGoria gaooooogaa gaggagotdg gactcatooo aacticttca 

2001 AGACOCTXTC OCOG0CACTO TAAOX7IOOO CAGGAAOGOC OAACCCTOCA TCAACATTOT ACTOKAGCCT TOQOAGATOT ™GGGQA^ 

ICIOGOAAAO GOCaxmiAC ATXGCCACOC GTOCTXOCCG CZTQOGAOGT AGTIOtAAGA GACCAIACGO nACTXCOOA AOOCICWCA AWSKOiz 

1101 AOCAGGOXQC AOGACPOCAT OCICAAAOCO CCACTOCTCA CTAOCCTGAA AflACAfflM^ T CAOAAOOGTO ACGACA^ g «W0O» 

TOoxoccAaa i tw ww m uiAumac ocnaaoAcr oaaoooAcrr t liwu tc ba gtcttcocac toctgwtoo cxjacogotot crxcsxcKai 

2201 TATTilCCTAA ACIQ0CXO1C ACCIGCTQCT QOA0XOOCXQ ACTOCTTTOT CTICACAOCT CCCCAOPAn ffl TCCATOOCAC CCPmOCIT «CTOJflACT 
ADotSgWT 5SSgaS5 tSSSa CCTGM9QGAC TGACGAAACA GAAGTGTCGA GGOGTOGnQC AOOTACOGTO GCAAATOGAA COQAGTCTQA 

2301 WWICTOT ACCTTSAACA AOrAOTICrr OOOCRZACAO TOATOCOAG TGAAOOCAOC ATCGMGOW OOTCJATOC COCAO^C JTOGMWAGT 
ATCGAGAOCA TGGAACTTGT ICATOCAflAA 0K3Q0ACIOXC AACTAOOCIC ACXTOCQTCa tAOCTAOOOC GOGA0ITACO OOGICXGTAG AAOCWT1CA 

2401 TTOGOGTACC CAGOCCICAC TODCGTCTCA TCtAGCTCAT AOCAGTACTO CC CTACAACA CGOOAAAC IO TOTOAflAAQC JOW^OTP AACGgOATC 
AACCOCATOO GTCCOCAOia ACOGCAGAGT AGATOGAGTA TOOTCATGAC GOGATCXTGT COCCTPIQAC ACACICPICG ICCACTOCOA TTOOOICIWI 

' 2501 COACCOOCAC CAOACCXOTO CATAGAG1CA GCTCGGAAGQ CAAAGAGGGA CCCATTCTTO AGATCCGTGA AO00QT CAAA OGCCTTTOCA CTPCACAWT 
SgSSoW GTCTGGACAG S^TCAOT cSflOCTTCC WTIWULT CGOTAAGAAC TCIWXJCACr tOOOCAGTTP CCCOAAAQOr OACGTOICAA 

2601 cria.wm; aaactcaogg otocttcat cagtggtoic oooocmoo atctcctoct gtoctocac ttwmcgct ccogtoto ggroCTC 

GAAGGAGACC ' I - l ' IUAi/lUmJ CAGGGAACTA OTCAOCACAG OCCGGAATOC TAGAGGAGGA CAACGAGOTG AAATCCQCGA OCOCACOAAC OQACAASGAG 

2701 AGGATCTAOQ AAGGCTOTOG GCTTXAQAGT GCCGTOOCnC CGAGGATTTA OOTCWOQOB WGAOAOO TO ™ICGGOTJ CCACAOMOT 

TOTAGATCC TTCGQACAGC CGAAATCTCA OQGGAOGGAG CCICCTAAAT CCAOTOCCOC AGCICXCCAC AAGAOOCCAA COIGTOCCA CAAGGATAAC 

2001 VILTIUUULT CCTCCACOTA GTCATAOCTC CAATAATCAT CCTC1O0CAT AG TGAACACO 1 UAAAJLU.U TD^GCAGO CAOA AgCqO WAGTOAOT 
AACAACCCCA GGAGGTQCAT GAOTATCGAG GTEATIAGTA GGAGACCGTA TCACPIGTOC A l lirfffff AATOACGTCC OICTIOCCX3C ICBTCACICA 
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3001 ACTOCAAAOC TOOTCACACT GACACrtCIT OCTCaXATQ AAAOCCTCM T OCACCOB X CITOCATQAC TCTKTOO«p SjJjWJJSS SfFSSSES 
tSStTOO mSottS CTOIOAAM CGWOOBWC TnOOCttCTC ACBXCOCUOO GMGTCACXQ AflAWCCCIC CCTIATAOTC CAAAKffCOO 

hoi ouuiceaoqo gaocigqcca AcciacAcrr cocnoomc ccaccaascc cu'iuxatac ctxqqtgaoc cAaAOAAAcc catoccacca cooc iaotat 
SmSrore eroScooor tSSrow oooatccato ooiamMoo cgawotw oaaccaoico uiwuwwi oiaccotogt cccqaicata 

5201 OAAAAAOOSC CICAOGOJia CCAT OOCAOO CCCTOOCC AGPOCCTrOO CAAOCt CPOC m»OCRC ™»jW«00 CTOtOTOOC WAAAAAAOA 

cr^uea cwnoccac ogtaccqtcc goagatcooo toxooaacc orrcGACCOo cooctcgaao ACcraoAOc 0*000*000 acttttwct 

MOl JUKftGJiCTCA ACXACM7XTC L TA Ul ' UXCT <AAflTll ' 10 C CCTOATrXG CTCAlUl'lCT GOCCCAGOCC CAJTOOCCTC CICCAAACAC AQCXGCAGCA 
SSSScT TCnCXCAM WXMOXK CCCAAAOACO GGAAAIKAAC OAOIMOMX CCOOOTOOOQ ffiMOOOOM GAGttTTTOIO TOOAOOTCOT 

44oi AAomickcx TiccaoMc occaocccca ooAaMcroo oaaacagaaa aocczoooca agaccaaaqt CAg tAOooi c aoooocaoqa oqqmmcac 
toSotot aaSSctto Suutoq qSt cctctcoacc cwwhtit tcogaoccot tcioomcA oicatcccao toxcgtot comattoto 

3501 oerrwserEA ocnaooAoa idsaaaoaao CAwrarror cacccictoa accAaxcoco •raAAicrcoc T OAOCcro c ttttotoax fri Wi«ccAT 
SJSSuS SSScc Aocnrcnc ojaocaaca gtoogm*ct cnarxcAOOoc aateaoaooo acicggaatq aaaaatktr cacoctoota 

icm mn^tjmm aciacUBP cnGAGAGAT TCCOTOAOCT AQAACAOACA AAACOTTXCO TQ0CTO0AOT ACCTTCCAAC tCATl UXAT AAOCOOTtAT 
" 01 SSE SSSSS TCXWICIGT TTXGCAAAGC ACGOACCTCA TOAACOTXG AGTAAGGOTA TOOOCAATA 

3701 CQATmCIO WTOATCAOO CDtfWTOCXT OICCCATCCT A CCCCCCOCT TCOAATCTGO ATPITOSQaO CAAGAAOOQO «JTOO03A OAQCTOOCJA 
CCTUMQAC AAACXwS SScOOOAA CAOOOTAOOA TQOQOOQCOA AOCTTAOACC TAAAAAOOQC WfUTlUCBC CCAACCOCCT CICOACOOTP 

3B01 CCACIT1Q0O OCA UflTl ' lC T IT1LTXCIC ATAAAAGAAC AAAOCTTCAT TILWJUM TCSTTOTICT CTCTAAOCTO J^f™^ 2S22i2I 
C0TOAMO3C CcScCAAAW AAAAGAAGM TATPTICnO TTICOAAOCA AAGACCGGAG AO0AACAAOA CAOATICGAC CCACAAOTC (RASCCTXCA 

3901 XQTOOQTCAO AOlCBWtCT HCXTTCXTXA WTTTTPttO ATTtAtTOT T HAWl ' l ' lT OTOWBAAW OTCTGCTCAC A3TOOWCT CT TO ACC A C A 
SCOCAOS ICAftWAAGA JUSAAAOAAAT AAAAAAAA3C tAAAXAAAlA AAATACAAAA CACATATICA CAGACGAOIO IACACOTAOA CACOTQQIOr 

4001 TQCATOTCTT OIGTCOUXGCI AGOXCAOAMJ AGOOCITXGA AIMXCXOOA ACWOAOTPP TCAACAOT TA TOACKOT000 ) TO™ATOCT OAQAMCAAA 
AO0TA»AA SaSSoC toSSxCWC TOXGAAACT TWOTAOCT 1CACCTCAAA ACTTOTCAAT ACICOACOOC ACACCZAOOA CTCTEAQflTP 

4101 OCCAOOTCCT CXGCAACAAC AAOWICn AAAOQCSQAO OOWCITICC AOTCCCAOAO CCCXTIOJTO ACOCTTXQAC WTOCATTO JJCCICOOOO 
SroSaQA GACmCTTO nCATGACAA TTXCCOACtC GOCMZAXAOQ TCAOGOXCIC OC0IAAOOAC TC00AAAOTC ATEA09TAAC TAOOAflCCOC 

4101 OMCHCOCSQ CCCACACCW CAAWACCfPC ATPDOTPIA AAAAAAAAAT 08ACXCATXO COCMEACTTT CZAOACICAC A1JCTAAOT0 fOWTTCXCT 
CTOOTOOoic SoOTOCAA otSScCAO TAAATAAAAT l ' l ' lTITl ' l ' lA CCT0AOTAAC CCOTATOAAA OATCIOAOTO T5AOTATICAC CCTAAAOAOA 

4301 ATSMkAGXAOT OCTCKCICOO CTOCAOTOCC AOQTnTOOO CCAAAITOA ACCACTOO^ CACTTCtOAA JCCOCTMOT ™^ ggiSSS? 
TATTICTICA CGACTCAOOC CKICICAO30 TCCAAAAO0C QOmCAAOQT ICGTOACCQT QTOAAQACIT CQQQQAGOCA AAAQACAAGA CATTAOIOIC 

4401 OCOAQOeiCC CTXWOWXC TCnCTClAT COACCOCACT AOICT CAOCO OCAAAAT OAA ACACTAAATT ™CTCOTA CAOAfflOOTO JAOOCWJJCT 

ScicoaS ajwiocASo acaacaooa ccracarcA tCACAorooc wmth m uit toigatto* aatomooat oictococac ttcogwtca 

4S01 OCAAACCQOC ATXAAAOXC TTIMCAATC TOACTOC»A TXCHTAACC ATCCXSOATO OAOOT^TA CWOXMOCA OCTTOCTTO ACOTTTTOO 

'-vrr w.'-^ TAAmccco aaattctiaq aottgaccct aaoaaaitoo toqocctocc ctocacciat oeacatcoot cgaacoaaoo iotaaaaccc 

4601 GAOCCCAOCO AaCGQXMSA AATQCAAOAC AOWCTmC ACOCCTTICT ACAOCAtCIT OCACACCAOC AAOOGQACAC TOWOMO AOOOOaAOCC 
gSoOOc S SStoCT TWDCTlCro IOBACAAATO TCOQOAAAGA TOICCBAOAA COTGTOOTOO T tUAAJI C TO ACCCCICTOC tocooctooo 

4701 AOOTOTOO0C OTCOCIOOAO AOCTOOOOIA WLTICCO C C ■ AUmOXOO C Cmurr m TOAAAOCT AO A OLXAUraai tCAAATOCIT OACTCTOOT 
TOOCAOOW CW03ACCXC TGGAODXAT CCOAACOOBa AOnCAnfTTr CUXTOOOGC JkCTTTOOAlC AGTXXAOOAA ClOAOAOOAC 

4801 cicAOAQQCo lwnujiuy TOoaaciT Aoerccocw vocraaar ooaocaococ Trmi'i uMQ oeA c ajijnf T r crc iwxc ic fcooaicToa 

SotTOOOC AoSuSoACA ACTDOTflAA TOSAOOCGAC AOQAATCXAA CXriVUlOCCO AAACAAOGCC OTOOOCOCA CAGAIOOOAO COOOCAOACC 

4901 SS SS£ SSSS oa?SSS SSSSS 2aSS SSSSS sssss 
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3601 cwrwoGW gcagcwicc aoccccctgo a tcaocaoca aoaatotaio Amm uoxir i waw iu tUSSSS^ ™*a*oa * 
gtcaacccxc miwam tcaooosAcc tauiujicot tcmcuxe tcacacccca acccocccac txcqatqmsa cacaccaocq acsujujuxi 1 

3?oi T ivmrrm. wiuivxcl t aigagcicgc cciccnx&A «£a<ttagga aactsatcao cn cAAOAOO aaaa o pcaga acToawroo oAcwrcgceo 

AAfflflnAAM ACACAQAOQA TACIOGACCG pGACGACCCT AOGTAATOT TXGACEAOTC CAACTTCTOC TRTOCOXCT COACCTGAOC CTCTAOCOOC 
3B01 ACCK3CAAAA AflMWiOSAA COCCVOGA0T TTOTCCTOOT OOCCCACAAA CCOGCCIGCA ACATOCCCTA CGAAGAGQQQ O PflWUt. C A Q GCQCGCTQQC 

loaMxrnTT ivna ' iww ocqgacctca aacaqqacta umuinirrr oocccgacot TctAaoocAT octtctcocc a xcoacmc "^mro 

3901 COAGQTGAQA GATTXOCCAO GQ1CAACA1C CGCTAAGOAA OA UJLCnUJ CUmuClttLV O OOOO CCOCT CCAC C A fXg? O CCWXWT COUJAQCAaC 

gctocactct couucoanc ccaotiotao ocgattcctt ctgccgaaoc coacogaooa coocoQaaaA aaxaoiaaoo omMwoGM ooiv.au/ilu 

4001 CGAGACOCAC CCCCCAAOCT GAUAA.VICT L'll'lTl ACAC ACAOTCAAOT TCAAW UL1C OQ O GA CCCCT TOOOCOTIOT TMOX' l'ALU TACACRCCT 
OCTCT0COT0 GCOGOTTOGA CXQOCGAAflA CWSAAAXGTO TOICACTTCX AOTXGAGGAQ CCGCTGGGBA AGflQGCAACA ATCOGOAAGC AIGfTGAAOGA 

4101 CUATIlVlUJi ' CACCTGCCCO GAOOTCICCO OOXTOOCCQQ CGCOCAACGC AOCAOCQQCA GCGAOCAOCC GTCCGACCCG C7OAACT00C CCXCCCRCT 
GGAAACAOGA G1QOA00O0C CTOCWAOOC GGAAGCGGCC UXU/nUO J WiUAAVf UULIOIIOAI CAGOCTGGGC GACITGAGCO QOAOQOAAOA 

4201 TOCTCTOTAA ACTCTTEACA GAAACAAAAC XAACAAACCC OCAAOQAACA AGGAGOAGGA AOA1GAOGAO GAGAOOOGAa OAAOCAOTQC 

AOQAOACATT TOAOAAATCP UmUlTl'lU rnuiTlOQQ lXHUU.Vitff TOCTOCTOCT TCXACICCTC CtCXOOGCXC CTTOOTCAOa CCOCCACACA 

4301 aronxiAcoc TrxGAcxcrr cxgxcigacc aoctgccgcc tctoocatoo oacatbacoo aaoqa cc icc TTTatarrrr otociciotc tcxaanrxc 

CACAGCTOQO AAACTOAOAA CACAGACXGO TOGACOGCQO AGAGQGrtAGC CTQTACXQCC TTCCTOGAOa AAACMBAAAA CAOOAOACAO AOACCAAAAO 
4401 TOTOOCCOQO CGAOACCOGA GAOCIGQTGA CTTTGOGGAC AOQQ0O100O OCGCOQATGA ACAOOCCTCC TOCATATCTT TQTCCTOTTA CTTCAACOCA 

ACACOGOOCC UJlt ' lUUULT CI06ACCACT OAAACCCCia ILLUAttfCT OO OXCTA CT TOTOOGCAOO ACOTATAGAA ACAGCACAAT OAAOrXOOOT 
4S01 ACTTCICOQO AtAGATOGCT GACTGGGTOO OTAGOOTGQO OTCCAACOCC CAOCTXTGOC OTCXTACOTO AWCWlAQg OOAAACAOTO Ct QAOT OTOO 

TGAAGACCCC VKXC7JCC0A CTOACCGACC CATCCCACCC CAOQT7GC00 CTOGAAA CC O GAGAA1QCAC TCCGACCIpC OCTTTCTCAC OACTCACACC 

4601 QQTOCAOQOT OOGTCGAGOT COAOCTGGCA TOCAGCTCCA OAOAOACOCA AO ftAOOAAAT CACAOCACOO TCCTQTDCTT LTI'l'l UJUCC AQOCACOC AT 
GCACGTCCCA COCAACTCCA OCTOOAOOOT ACGTOGAGOT CTCTCTGOGT TOCTCCXTIA CtQXOGTQOC AOGACAOQAA CAAAAflGOQfl TQQG7GGGTA 

4701 CCAGCCICAA 000X00000 TGACCAAGAT AOCTCTSTTT lUlUUX ' ACfl OGCCTTAOCT GATIAACrEA ACATTJCOA OAOQTTOCAA OCTOCICCTO 
OOTQQOAOTT i XVM JUlVLV ACTQOTTCTA 1GQACACAAA ACOAOOttAOC CCGOAATOSA CtAATTOAAT TCTAAAOCTT CTOCAATOTT ffftOGAOOA C 

4801 GACQAATXGA OOOC O C OA CT OAO3QXA0IC GATQCCCCCT TTDQGMRCV O CTAACOOCA CT MCJUCTO AT TOCKAAAT Ol OAAOOOC r A3CT0ACI0C 

CTOCTTAACT CQO0COCICA CICOCTtCAa CXACQOGOQA AACCCTCAOA OGATZOQOOT QAAOQOCQAC TAAOUl'l'l'lA CACTTOGGOA THQACIQACQ 
4901 ICAOTCmC OCXOCXOOOA AAACXQQCIC AOOTSOQATP TITA ' AWIU TCTOCTACAO A UCCL OC lC e CAAC I CAOOC OOOCI COCAC CCClinUCAO 

AQ7CM2AAAG QGAOQACCCT TTTGAOCCAO TCCAACCEAA AAAAAOQAQC AQACGATOTC 10QOCQOACC OTXQAOIOOO 0000X09010 OOOACACOIC 
5001 TATIATOCTA lUKOJW ACCCTCACCC CCA CCCC AOQ CUUJLTAUCIC COTCCTCOTT aaOCCTTACT OOTnTOOOC AOCMOOOO C OCTOOSAOOC ' 

ATAATACGAT ACAOQOAGM3 TQCOAOTGO) UJVUJMUM GCOOQAACCT GCAOGAGCAA COCOGAATGA OCAAAACOOO lUiflLDCCOa COACCCKSOa 
S101 CCATCrXOCV GQAGCOCnT AXACXOTCAA tCSUBXGOTCQ aATTOCTOOO CGCGCCOGAT OOQAT TOAOC COCA Ua X 'I C CAAAACTXTT CC HmUJC AU 

QGTAOAAOOA CCTOOOOAAA 1ATGACACIT ACTCAOCAGC CTAACOAOOC GCGCGOCCTA LULTAACTCG QGQTCGGQAO 07XTT0AAAA QQAOCOGQAO 

S201 CCCXTCTTCC ACXTQCTXCC VJ * !\* 11 1 g tGACM300AO TTAQACTCQA AAGOATQMX AOCAOOCATC tjUU/ l lA*XT TCTIOCICAO CCCOCKQACr 

OQQAAOAAOO TOAACGAAOO W WWffflA ACTOICCCTC AAtCIQAOCT TXCCTNCTOO 1QCT000TAO GOCCAOCOOA AOAAOOAOXC COQCGTCIGA 
5301 Vmi ' ilTAT AACTCCnCO CCTTOCOCAO OCEAOOACOC CAACTXCTCC CCACCCTCOQ AOOCOCOCAT CLflCiVlACAO AWA UiACflfr AATTTTCAOA 

AAAAGAGAAA TTCAOOAAOC OOAAOQQOTC OGA.TCCTQCO OTXOAAOAGO GCTGOOACOC ' llAJCaJ CO TA OOAOAOTOTC TCCAOCTCCC TTAAAAOICT 
5401 aAAQTTTTCA QCflCTQAOOC 1TAUJL1CJCC CTKXCCTOOA TATTOAATC COCAAATMT TXTXOOACTA CCATACTTAA OAOUUQBCT Q AOROOCACT 

CTTCAAAACT CC0OACXO0O AAACOCAOQO CATAOSAOCT ATAAACXTAO GOOTRATCA AAAAOCTOAT COTMXOAATT Ult lUBHi A T TCAAOOGTOA 
5501 A1COCMCZOC ATOCAATTCC TTCAOTCCCA AACAOQMOTT CimOCCA ' IC CUIU^UCIT TCACCTOOTQ AOAAT COCAC CAO TCACAT T TCXATTTTCT 

TMOOTOACO TAOOmAOO AAOTCAOCQT TICTOCTCAA QACAOOGAAO OOMOOTQSAA AOXGOAOCAC TCrSAOQOlO CXCAOICTAA AfiATAAAAOA 

5601 AATATTOQQQ AGA1G030CC TOCCUCCCQT LXlXXmULT OCA3QQAACA 1TCCATAOCC TO TOC XOO O C CCSSAOOTZCC AAACCIAATC OCAAAOOOCA 
TOTAACCCC TCTAOCCGOO ATOQCGOGCA OOOOGCATOA UHMXTW AAOOtATOC O ACAOQAOCCO GGATOCAACO TRGOATSAO tOTTOGQOT 

5701 COOCCAOCTA ITIAlUULTr lUU ' lUUilCC CAAAAAOCAC TDWCATCTAT TOXQ3AXAAA tt AAAT AgKTT ATATATGACT Ul UJUA tJiW OTQCGTOTOC 
OOOOOICaAT AAA39WQGCAA AOOACCAAOO U1TATAUUAU AAlAXAQADk ATACATATTT ATTtATATAA TATAWdCTCA GACCCACACA CAC0CACAO3 

5801 umu/iiAvr cxvma/ru: gaocttoctt otttxcaaot uiujwmiA gttcaaaatc acrzcidaoa atttqaotca oacttictoo cTOxoccrrr 

CAOQCACQCA COCACQCAOO CTOSAAQQAA CAAAAOTICA CAOOACACCT CAAOITTOO OOAAOACOCC TAAACICAOT C1BAAAOACC OACAflOQAAA 
5901 TTOTCACTTT ri'lUl ' IVHU ltai.tAA.rHX TCTOOCTOIT GBAOACAOIC L1XUJL-1UAC OCTTTMOCT TTCTCAAOTC TOXCBCOCTC AOAUJAC I'IC 

AACAOTQAAA AAACAACAAC MMTT^W ACACCPACAA OCTCRRCAO GQQQQQAOAO 0QAAA3AOQA AAflAOTTCAO ACAOAOCOAO TCTOGTOAAG 
6001 CAACATOTCT CCA C XC 1 CAA TQACZCTSAT CIO0BOTCZQ TCTPTTAATT CTOOATITOT COOOOACATQ CAATITliACT TCTOTAAOTA AOXOIQACXa 

OTRmCAOA OOIQM3AGTT ACXGAOACm QA0OCCASAC AOACAAT3AA OACCZAAACA GOCCCEOOC OTIAAAATQA AOACATXCAT 1CACACT0AC 
6101 OQTQGTAOAT TXTTtACAAT COCO aVJlT GAQAATXCTO OOTOQAAATO ICIQAtCAQO AGAAOGGCCT GOCACTOCCO ACCACAA3TC ATTOACTOCA 

OCACCATCtA AAAAA3QTIX GA3ASAOCAA CTCTttAOAC CCACCTTtAC AOACaOTDC TCTTCCOGQA OQ0TCAO00C TOOTOTTAAO nACIQAOOT 

6301 WOCCCTCAC OCAOOCTOTA WTOTOATTP ' WTlLA ' ri ' i ' l ' WmTIW ATPXTOCACC TOAOCCOOOO 067000000 CA0ICD0CA C TOOOCACC r 

ATQOQQAOTO OQTOOQACAT AAACACtAAA AAAAOTAAAA CAAAAAAACA 1AAAACQTQQ A CX COflOCC C CCA C OA CCCC GTCAOATMT OACCaRCOA 
6301 CLTAUJI ' lUl ' OCACmiUjC CAAXAAAAAO CTTXXAAAAA ACXCfDOGCT TCAOQICAAA OTOTCTOTTT TO0C TOQACA tCTAC TACAT 

OaOOAOOOOO OGAAOCAAQA OOTOACAQOa WIM ' l ' lTA C aAAAATTTXT TOACATAOQA AGTCCAOTTT CACAOACAAA A00QAOCIOT AGAV0A1QXA 
6401 UJLI ' IU.TIT CAOAAAAAOO GACTXTOOAT TQCTAOGGAA 4IAI.TAUL ' 1UU CACTOCTOO GACOCCTAAC OAATCAQAAC CTACAAO0OO ACXAAAAGOA 

CCQAAOOAAA WlUlTl ' l ' iUJ CICAAACCTA AOOATOCCTT CAOAAOOAOC OTtOAATCACC CIOCOOAiTTO CTTAOTCTTO OAT01T0CCC TOATTPrCCT 
6S01 AOTOQAQACT lOLlAWriT TCCCATOTIC CCAGCCVOOO OCAOCtACTT QAAAAAA7AA OGOGCQOAAA AOTOIAAO0T ACCAAAT TTO O TOAAww w 

TCACCTCTOA ACOASOCAAA AO001ACAAO OOTOOOACCC QOTGOAXGAA CTl ' lTITA TT OXIlULVWt TCACATTOCA TOOTTEAAAC CACXTOCCAO 
6601 TOOQAOAAUT TCATOATCQO AAAAGAATTT ATTCACCTTO COTQTOCAAT OAACTITCAO GAACAOTXAA OS CCAAO00T OTAAAACCtO QQCAOJJCTT 

AOCCICITAA AGmCTAOCC TTFXCZTAAA TAAOTQQAAC CCACACOTTA CTTQAAAOTC OTTOTCAATT OOOOTrOCCA CAWHCOAC COOTQrpnSAA 
6701 GTAAATOCTA OCATnQAOA OOIOOAOOCA AOCOOATCAA CICOIGOAOT TCM91CTGAT OTOCATQQTA OAT AOCAACC OCAAAGATCT t^«»* ^*«A 

CATTEAGOAT CQTAAACTCT CCACCTCCCT TO C CCTAOTT OACCAOCTCA. AOTCACAOTA CACCTAOCAT CCATOSTtOO COTTTCTAOA COATAOCCCT 
6801 GAOOCCrXOO TACAOCAOOO QAOCCAGAAO rriCUiOGTO AOGOTAOTGO AOOOCAAOTO OAflAOT OAOA OTTAOCCTCA OOOAOAT ICr ACAOCCAAT O 

CTCCOQAACC ATOIOCTCOC CAOAIICTXC AAAOCACCAC TOCCATCACC TCCO0TTCAC CICTCACTCT CAATOOOAOT COCTCTAAOA TOTCCOT&C 
6901 AT0CAOAOTT CAOAOQCTCC CTTTOAAAOC ACXNSAOAOC COCA0CAOOT TrXOAOCAOA CAAOOTTAOA OTIAOOTGOT CZCRCMC wwa w^OO 

tACOTCTCAA O1CXOCQA0Q GAAACTTTCO TOA1CXCTOO OCOTO0TCCA AAACSCOTCT CTXOCAATCT CAATOCAOCA GAGAAGATOO OOTACCOTCC 
7001 CTOAOaAOSA OCCTOAOOaT T1CAAGAA03 ATOGAOAAT0 GAAAGCAOAO GAOAAGAAOO ATCCAAOAOO CATOOAOOAO OCAOAACACA TTXCTCTTCT 

OACPCCTCCT GCOACICCCA AAOTICTXCC TAOCTCTIAC CITIU/AVH. 1 ClUA ' iUA ' lUi TAOOTTCTCC GTACCXCCTC COTCXTOTOT AAAQAOAAOA 
7101 TXAATAOCAA GCCTOGAAAO OATAACTTOC TQCAOGAOQA GATOCTCACC AOIGGOOTOO TCtMOOOOOT TCTT0 OAAAA GAGAAOOCAT TXOC1 CAACC 

AATTATCGTT OOGAOCTTtC CXATTCAACO ACOXOCTCCT CXACGAOT00 7CAOOCCAOC AOATCOCCCA ACAAOCTTTT CTCTTOCOTA AACOAOTXOO 
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?aoi c Kwrnxc ccxtxtooc t li ' iuuica uuhuilmc ttmwror crotcrcA AO «a^ |"c K2222 S2SSS JS2J5S2 

flM TTWW aOUAOMOO MMOCUT GOMCMOMO OEAATICACA CACAOAOTTC C00IO3QW30 «OTPO*flO AACACTCTOC TOMMUM 
7301 CIC0M7TTCK TOUUUWM MX1O0CKS lUJUJIUCtG TCICCACWQ CICAOTOWC TCAAAACACC "WnjAW ««WCJC JJCJCBWCC 

gaocicaaot MTrtnon teaacooacc wirfr-" ACAomAcc aAorrcAAToa Aorrncioo laoamrnc cacaceaom nwawnoa 

74Q1 CC M ' CM. I UC TCCAACOCAQ JUSACMXKT OMCOOOMT aAACAAATOA ACAAAAATSA CEAAtAAlGC ATQCOTOMT AAA1ACATAA MAQamr 
00EAAV0AG8 AflOTXQCCnC TCXClCCIOft C1C00CCICA CRCTXTACT TOTTTTTACT GATEATEACQ TACUCACEAA WWUIOOT 1'IUIUJIUCA 
7501 GACTOGATCA QCMJOOm TftACOOACA POCAAGATC CTAGAATnT glACACT AAT miAWjT CTTTCjflWO CUTUnOO OXMnCCTQ 
CiaACCTACT 0ORQOCM ATICCTCrCT OTCOTICXM OATCTEAAAA CCTCTCATEA AATTEAOC7IX OAAACICtAC OEAAACCM3C CTTEAAflOAC 
OGA0SAAAAA AAOTJTAAAr A TOWfiM AA2AAATOA0 AATAOOOTTO (CTieAQAQA «^JCWC OOOCTWTCa CIITOa MUnm 

ujiwATi ' i T TToaam wcncxcrc mtrncie teaiccccac oomoxcicp ccaattoaco wcwtwc oaaaacatot tcmoctr 
tocaoooao caaaatooca tcktacicc rorrnwyr oroGAASTOA accactctot oocxmaog c eacaoot tt oaaoqcxqca ooocaoaoca 
AAcoxcocic orrrmcocT asceatoaoo ouuuulthc caocxtaact tootgaoaca oooATricnc gatgoccaaa cnoanoor aaaoxcxoor 

CTQAOGATCA TCCOOOCQAA AGBMQCXATT TTGA0RM7T TKXXEAAAQQ OGAOATACXA CXACXTTRA CACRXTOTT CATEATnOT QCflAI BCAjB r 
OACIOC1AQT MAM.**? ** TOCTOCATAA AAOECAATCN ATMATTTCC OCTCEATOAT GATOAAAAAT GTOAATACCA OEM3MACK OCATA3RRCA 
7901 AOATAATEAA TTTCAATOT TXCGAACATT TXTTPICACT WMLTUJIO AACATOIOTT tCCTC ATO A AGtOTTOOT WJJOff *£MO»AA 
TCTATEAATT AAACTEACCA AMXTtOIAA AAAAAAOTOA AAAAOAACAC TTOriACACAA AOGAGXGACT TCACAAQCCA CrEACXOAOA TQATXQAXTT 
8001 AAOTAAJQTAa CTTCATPTOC ATAOCQCCTT OOttTWOOO AAOCAOCOCC TAAAOTOOCT «CTOCCTAA C PAAAOCAO AJTTTTITOC AAAO TQAAAA 
TTCATTCATC QAAGTAAACO TATCGCOGAA COEAAAACOC V1U/1VAJCGQ ATTPCACOOA CAOAOOQATT OAWTIU/IC TEAAAAAACQ TTTCACITTT 

sioi oTCAonrrx wriumu vrmmun wmumT taatocaaaa actpctcacq coooccattc omcaojat icnmn 

CAOTCAAAAT AAAAACAAAC AAACAAACGA ACAAACAAAA ATTAOCITPP 1QAABMRSC OOOOQCnAAQ CATOOTCTEA AOCTCEAAAA GACOTOCOCT 
8201 GAAOCAABAC TPICOWOOO TCWAO00CA UfclMffPtr* OAOOCACACe TOCCOTIOCT TEATAQAACT OCAAgf ATOT AOOOAMCra CTCAOTCOCT 
CTlWriClU *AAAOCATOOC ACACTOCOCTT ULUCOOOC CT tfllUC ' lUAUO ACQGCAAOOA AATA1CPTQA OOTTCATACA TOOCTIAflAT GACXGA0OOA 



7601 
7701 
7801 



B301 



9301 
9401 
9S01 



AOGTGATOOA GXTOACAACC AACTOCOCTP GAOTETAOAC OC EAAAAACC ATOCCPTITT ATATIWTOT OWTOO00CA «0A*ACrAA OOana 
TOCACtAOCT CAACroiTOO TtGAOOOQAA CTCAAA3CXQ OQAXTrTTOS TM30QAAAAA TATAAAXACA CTAAUXXUf OOCmOWT COOMncXOT 
8401 TOCATAATAC CACAOCOQAO TICTOTAOC OCAACXCOCT AOOOOAAATO AAAOCTACAO VWIWITIT JSSSSS 
AOCTATEAlC UlUlUMttC AAGAACATOO OOTTQAOQaA TOCCCPTEAC I fHW f AUlC AACACCAAAA TEATAOOAAC tCMPB OaW 
8501 TiaQCAOCUO tOQCCPOWT AtoaAOOXQ WjCrWTXA OAOAAOXOra TCACTTOOAfl OCOAOGfPm OAOOfEAOOrEA TO CTCAAOt C W°2SSF 
ScCOICCTC AoSSuSS iSS c S c ATOGAACAAT CICITCACAC AOTQAACCTC COCTOCAAAA CTOCATOCAT AOfl AOnCAO ACCOglCACA 
8601 GATOCTOOCT OTCTOCAQAA CUIUJlCta: TMUXIft. CTTCOOATCA AOOTCTTAQAA CICTCAOCTC CTOICCAOC ACCMOTTOM CCWCmM 
CCAOOAJCCOA CAGACQTCTT OCACCACAOQ AABACCOACO QAAOOCTAOT TOCACATCTT OAOAOICOAfl OAAOAOIXCO TOTDCAtiAC aQAOQAATEA 
8701 wmiiCMU TTTOCAIGAC OATAATOAAC WIUAJACIO AAACTOTAAO TCAOOOOOCC AOTTACATOT TPTCPTTOT AAflAO TTqCA ^MOQ 
CBAAACOAAO SaOoSSo CtATXACTIO ACACOOAOAC TtTOACATIC AOXCtWSOOO TCAATOTACA AAAQAAMTA TICICAAOT ATATATATAC 

8801 TATOEATATA TOTATOEATA WOTEATOTA TATATATATA TATATATAAA CAGOTCTCA CICTPTAOCT CW0CWOCC ™SSSS SSSSS 
ATACA1ATAT ACATACATAT A2ACA39UCAT AWtATATAT ATATATATTT OlOCGAOAffr GACAAATCGA OAC C aA Ca W ACTTEAAOXO A-EACATCOOO 

8901 AOQATTOCCT OAACRTQAA OCAATCTXCC TOXTCAOCC TOCCAAT OOT AT TACAOOCA TOAOBCACAA CAWQCATTT *JM™W» IJSSSS 
TCCEAACO0A CTTQAAACTT COTEACAAOO AOOOAOXOOO AOOQTEAOCA TAAltTTCOOT ACrCAOTOrT OnOX3TAAA TXTAQAATAC WCTOAATAT 
9001 AOWUOACAGA AAATCAQACT TOCTTTAOCT ACm CACACA TOCCTACAAT CTAACCIOT TCQCTCCWA XACAGO^ A ^JCOTC CTraACTC 
T CnCimc r TTTAOTCICA AOaAAATaaA TCAAGrOTCT AOGQATQITA QATTOQAQCA AOCaAGaEAT TTOTCOOQAT GQQOEGQna OAOCTTBACO 
9101 TPIGAOOAAT OCTOCAOOCT CTCACAOCCA CACTCCTOCT TQOTEAATCT CTTCAaCCrO OTTTQCCTTOC CCOTCATOT CAAADCCICT 
AAACtCCTtA CQACOTOOQA GAOTOTCOG T OiaAOOAOQA AOCAATEAOA aAACICOGAC CAAOT»AfC QG»QaOSSACA OOEACAO COO OrRCGGAOA 
9201 CATCCTOETC 1CAAATACCA CEAOCTAOEA AOOCTCOCCQ ADCTOACODO OTTTAAATOP TAgAAAAOOO TCACmCrC OCTOOajCM AOAOaAAC 
CEMSGACAAQ AOTTEATQCST OATCGASCA? ttCOAQOOQC TOOACTOOOC CAAATTEATA XTCTTTXOCC AOTOAAAGAO OQAOQQZOrtC TOPIOOPrM 
CACCATATOC TOTCACTEA CEAOCXGACT AJCAAGOTEA ATAOATOTCT TCACAACC IT TClClOAOtt TOJOTITOOC CAOCWCMtt. JTOCATCIOA 
OTOTXATACO AACAOTQAAT CttlOaCTOA WCITOCAAT TATCJaCAOA AOXOTTOOAA AflAOACICOO AOICAAAOOO OXOQACOfEAT MOnOACP 
OACACAOAAT TCOCTAQAOC HimunCAC CXCATFCCEA QTOCTOOOAC CbTPEAASAC ATTTCCTCAT OTTGflOOTQA OOCCanFVT ACCATAAAAT 

cmimui ' iA xoooAwnn acaccaaoao qmteaaooat caoqaoccto oqaaateatq 'Eaaaoqaoea caacaccact awmwrao too^pttea 

TATTTOCATT OATACITCAT AACTOtAATT TXTrCTATTQ TEATGAATAO TAATOEAAOC AITIUIUI'IT CCCAOT BWC ™gWGJCC gmmTOMA 
ATAAAOTEAA CEA1QAAOEA TXGACATEAA AAAAOA1AAC AATACTEATC ATEACATXCO TAAACACAAA OOC71CACEAO AATCIACIOO OMA^^l 
9601 OXCATECCAC OSCAAAOQaO TCCCOCCAC AM7TEAAQAA TTOCTOOCAT AOAQOAATCA CAOOQACCAT OOATOJACAC TJOQKCHtf 

CAOTAAQglQ UU/mOXi! AOOOOTOgTO TECAATTCTT AAO0AOQ0TA TCICCTEAOT (imOf IHIEA CCEAAWOro MtoM^M AAAACCO OAC 

9701 CCTrCTOOQA OQ00CEACAO CEAA1GACA0 CEACATCAAT TTCTOAAATT TTOTOTOTCTP UMUIKIJUf SSSSST 22S55f SSSSSSS 

CgAACAOOCT cegggwrcTC omiciTO 
9801 aaaroctoAo Koaxcm axxraam t ic c icoa cc cateacicac caqaactctc cxrrcACcro atxctitoat p toaacaci a jwcncw* 

OCCACQACXC TATCOOQPICA O0OAAA3CAC AAOOACCTOQ 0X3*10*0*0 OTCTiaAflAa gaaMOZOGAC ttAOAAACEA C ACT1U1UAT A CAOAAOEA T 
9901 (W0OCOGTOO CAATAOCAOC AACAC7TOAAC WAATTTEAA AAO EACAAC T CAQCTOGAOA TACAAATATT OOWmTOA jmTOOOTa «W™W»A 

CXCOGCCACC UITAlO/IUi TOTCACrTO ATTTAAAATr TTCATCTIQA OTCOAOCTCr ATOITEATAA OOXCAAAACr ICAAOOQCftC CTAAOflATT 
10001 TAACPEAATX ACATAACCCA GAAOAGAOGC CU.TIWB.T TOCAAACTTP ATATOCCXCA G EACAOOOQA AOXaMflgg CAMAAOIOG ggWOWOa 

ATTQAATEAT TC7EATT093T CTIUIUIUJU OOOAACCAOA AOOTXTOAAA TWEAOOOAGT CATOIO00CT TOCOOTCCOO OttCTTCAOC Ciaawa: 
10101 (7EAOOGGAOC A COCTOGOCU OHXXTTKTM OQQACmCC OOATACCATT TQAAATOTEAA A TOAAOAAAA ^AlCEAATWj JAATTTOAAA WAAWOm 

CASCOCCTOO TOOCAOCOOC CtCCCATMC CCCTCAAAOO CCEA1OTEAA ACTTEACATT TACTTCTTTP ATAQATEATT TXTAAACTIT TT TmCAAT 
10201 aXCAOXTtO OOCIOQATCT CACEACCXCA ACCACAC TOQ CATOTQACIC TOCtOAQATC a UX 'li A CITC J«CTCCTO0 JWCAOAAOA CAWJTOOG 

OQQQTCAAAC COQACCTMSA QIQATOOMBT TOICTQACC OTACACTOAO AOOACICEAO AOOGATOAAO AOOOAOOAOC CAwiw^wi OTTWAAATO 

10301 AAcrmcnc fenctroai wrrora»r tccaoogmt OAAcrcoewr caioooctt oqctotuot JJ™™ ^SSSSa mmMsus 

TTCAATCAAQ AQAACAAQOT AGAACAOCEA A00TC0CIAA CTTOAOCOCA (JTACTCOOAA CCXttCOPICA C T0AA3BA AT CCACAOAOTO TCTOWWO 

10401 oarrroATEA ottacatoct ocactoato ccraAcrrrc ccactatota qataqaocaa totctawac atctwtaca awa»toa wcmmoc 

CCAAACTMT CAATCtACQA OOTGAA0EAC QCACICAAAO COTCATACAT CTATCTOQTT ACAQATATTO TOOA0OATQT TACTATACAT 
10501 CAAOT3ATOA QATCOCTCAO TQGQTAAOAQ CACACACT X? TCTT CCAAAO OTCttOMTP CAAATCCCAO CAATCACATA geaCTTOCA JgDCTCTtA 

OPrCACEACT CTAOOQAOXC ACCCATTCTC OiatCTQACO AQAAOC7nTC CAOOOCTCAA OnTEAOOOtC OTtAOIQEAT C ACCOAATT TT mwnwi: 
1O601 TOQAATGTCT OAAOACTOCT ACAOICEACT TACATATAAT AAATAAATAA ATCT EAAAAA AAAAAAACOC AOCgOOOOa r OTOOMCAC MtTOATC 

AOCTEACAQA CFICTGACOA TOTICACATSA ATOTATATTA TPEATTEATT TAflAATTTTP VriVmUOQ TC000CC0CA OCMWTOJ 
10701 CCAGCACTTO OQAOOCAOAO OCAOOCOOAT TCCTCAOTTC OAOQOCAQCC TOOTCEACAO AOrOAOriOC AO0ACAOCCA OAACtACACA QAaAAAw^ 

OOTCOTOAAC O- ' ILUJIUIL CCTICOOCCTA AOOACTCAAO C1UJUJHJJJ AOCAOATOTC TCACTCAAOO WiUllMW CTICATOTW CICTnOnA 
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^ mtMF — naaunce Mocnaac laoootwrxc •aoocftMoo ttcbooct taaanac t ooccacoccc 

SSS?^ SSSSSS ^SSSSS i«cx«K«i XTOOCzrrcar ami«»x» ct«wrQri« oc»Grtt»»a 

ATCCCTCTCT OSU^TOP AOOCrnCC M»gOTWOC ™^ m««Qe 
«CAOQQM3AO\ CCnCDUYOX ICOTCAKJa 1MGGKICQQ AMCMMX MTCWWO *K£i*uvi\M wimia 



10901 
11001 
11101 
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VBGF project 

Screening primers 

Primers: VF1-VR1A 
Product size: 0.69Kb 

PCR program 

Hot start 

94°C 40 sec 

65°C 1 min 30 sec 

72°C 1 min 30 sec 

40 cycles 

Confirmation primers 

Primers: VF2-VR2 
Product size: 0.98Kb 

PCR program 

Hot start 

94°C 40 sec 
65°C 1 min 30 sec 
72°C 1 min 30 sec 

40 cycles 



VE6FR2 project 

Screening primers 

Primers: KF1-KR1 
product size: 0.45Kb 

PCR program 

Hot start 

94°C 40 sec 

58°C 1 min 30 sec 

72°C 1 min 30 sec 

40 cycles 

Confirmation primers 

Primers: KF2-KR2 
Product size: 0.58Kb 

PCR program 

Hot start 

94°C 40 sec 

65°C 1 min 30 sec 

72°C 1 min 30 sec 

40 cycles 



Tie2 project 

Screening primers 

Primers: TF3-TR1 
product size: 0.45Kb 

PCR program 

Hot start 

94°C 40 sec 

58°C 1 min 30 sec 

72°C 1 min 30 sec 

40 cycles 

Confirmation primers 

Primers: TF2-TR1 
Product size: 0.47Kb 

PCR program 

Hot start 

94°C 40 sec 

58°C 1 min 30 sec 

72°C 1 min 30 sec 

40 cycles . 
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Embryonic stem cell 
(C57BL/6 ES cell) 



Transfectlon 



Homologous 
recombination^ 



1. Selection by 
neomycin 
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2. Corfirmlng DNA 
recombination by 
Southern blot or PCR 
analysis 
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Targeted promoter 
-luciferase ES cell 
(C57BL/6) 




Injection of ES cells into blastocyst 
(FVB/N) 



Implantation of chimeric embryo in 
foster mother 




Promoter-luciferase 
chimeric offspring 
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Not! (6740) 
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Probe A Probe B 
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C57BL/6-TvrC2]/+ Chimeric mice 

(b/b;(/l) I (B/B;L/I) 




B/B; L/L B/b; LA. 
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pTKLG-Fos/VEGFR2 pTKLR-Vn/VEQF 

targeted transgenic vector targeted transgenic vector 
(Yellow-green luciferase) (Red luciferase) 

i j 



Targeted transgenic mice 




C57BL/6-Tyr C2J/+ mice with C57BL/6-Tyr C2j/+ mice with 
yellow-green luciferase red luciferase 





Dual luciferase 
Targeted transgenic mice 
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SEQUENCE LISTING 
<110> XENOQEN CORPORATION 

<120> TARGETING CONSTRUCTS AND TRANSGENIC ANIMALS PRODUCED 
THEREWITH 

<130> PXE-00B.PC 

<140> 

<141> 1999-12-16 

<150> 60/152,522 
<151> 1999-09-03 

<160> 39 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<222> Description of Artificial Sequence: primer PGKF 
<400> 1 

atcgaattct accgggtagg ggaggcgctt t 

<210> 2 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer PGKR 
<400> 2 

ggctgcaggt cgaaaggccc ggagatgagg 

<210> 3 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer NeoF 
<400> 3 

acctgcagcc aatatgggat cggccattga ac 

<210> 4 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer NeoR 



<400> 4 

ggatccgcgg ccgcccccag ctggttcttt ccgcctc 



37 
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<210> 5 
<211> 30 
<212> DNA 

<:213> Artificial Sequence 

<223> Description of Artificial Sequence: primer TKF 

<400> 5 30 
ggatcctcta gagtcgagca gtgtggtttt 

<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<220> . m _ 

<223> Description of Artificial Sequence: primer TKR 

<400> 6 2Q 
gagctcccgt agtcaggttt agttcgtccg 

<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> , 

<223> Description. of Artificial Sequence: prxmer F5R51 

<400> 7 2Q 
gtacatttaa atcctgcagg 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer F5R52 

<400> 8 20 
agctcctgca ggatttaaat 

<210> 9 
<211> 77 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer F3R31 

ggcccgggct taattaatgc atcatatggt accgtttaaa cgcggccgca agcttgtcga 60 
cggcgcgccg gccggcc 

<210> 10 
<211> 77 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: primer F3R32 

gatcggccgg ccggcgcgcc gtcgacaagc ttgcggccgc gtttaaacgg taccatatga 60 
tgcattaatt aagcccg 

<210> 11 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer VN1R 
<400> 11 

ctgtatttaa atctgcccac cctattcagg acagtagtc 

<210> 12 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer VN1F 



<400> 12 

ccaatgcatc aacccagcca ggaggagtgc g 

<210> 13 
<211> 38 
<212> DNA 

<213> Artificial Sequence 



31 



<220> 

<223> Description of Artificial Sequence: primer VN2R 



<400> 13 

aacgcgtcga cttcggagat gtttcgggga taaccagg 

<210> 14 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer VN2F 
<400> 14 

ttggcgcgcc ccatagagaa gagacaccaa aggcacgctc 

<210> 15 
<211> 36 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer FosBlF 
<400> 15 

ctgtatttaa atcccgtttc tcactgtgcc tgtgtc 
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<210> 16 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer PosBlR 

<400> 16 35 
gtctcctgca ggcttcctcc tccttgttcc ttgcg 

<210> 17 
<211> 35 
c212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer FosB2F 

<400> 17 35 
aacgcgtcga cggatgggat tgacccccag ccctc 

<210> 18 
<211> 33 
c212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer FosB2R 

<400> 18 33 
ttggcgcgcc ccttgcctcc acctctcaaa tgc 

<210> 19 
<211> 31 
<212> DNA 

<213> Artificial Sequence 

<220> , 

<223> Description of Artificial Sequence: primer VFl 

<400> 19 31 
acctcactct cctgtctccc ctgattccca a 

<210> 20 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer VR1A 

<400> 20 25 

gctctggcgg tcacccccaa aagca 

<210> 21 
<211> 28 
<212> DNA 

<213> Artificial Sequence 

<220> . ____ 

<223> Description of Artificial Sequence: primer VF2 
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<400> 21 

ccctttccaa gacccgtgcc atttgagc 

<210> 22 
<211> 29 
<212> DNA 

<213> Artificial Sequence 

<220> , ^ 

<223> Description of Artificial Sequence: primer VR2 

<400> 22 

actttgcccc tgtccctctc tctgttcgc 

<210> 23 
<211> 28 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer KFl 
<400> 23 

gctgcgtcca gatttgctct cagatgcg 

<:210> 24 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer KRl 
<400> 24 

ttctcaggca cagactcctt ctccgtccct 

<210> 25 
<211> 32 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer KF2 
<400> 25 

cagatggacg agaaaacagt agaggcgttg gc 

<210> 26 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer KR2 
<400> 26 

gaggactcag ggcagaaaga gagcg 

<210> 27 
<211> 29 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer TF3 
<400> 27 

agcttagcct gcaagggtgg tcctcatcg 

<210> 28 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer TF2 
<400> 28 

caaatgcacc ccagagaaca gcttagcctg c 

<210> 29 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer TR1 
<400> 29 

gctttcaaca actcacaact ttgcgacttc ccg 

<210> 30 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer P51 
<400> 30 

cccagtgtct ctgatttagg gagagcacct gag 

<210> 31 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer R51 
<400> 31 

ccagactgcc ttgggaaaag cgcctc 

<210> 32 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer F52 
<400> 32 

cagtgagagt cttctctgtc cctcaatcgg ttctg 
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<210> 33 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
< 220> 

<223> Description of Artificial Sequence: primer R52 
<400> 33 

tggatgtgga atgtgtgcga ggccag 

<210> 34 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer F31 



<400> 34 

aatcaaagag gcgaactgtg tgtgagaggt cc 

<210> 35 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<400> 36 

gaatccatct tgctccaaca ccccaacatc 

<210> 37 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



26 



<223> Description of Artificial Sequence: primer R31 
<400> 35 

cggctcccca aaatgtggaa gcaagc 

<210> 36 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: primer F32 



<220> 

<223> Description of Artificial Sequence: primer R32 
<400> 37 

cgcctcctct ccccagtctc cccttg 

<210> 38 
<211> 4998 
<212> DNA 
<213> Mus sp. 



<400> 38 
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tccacccacc tgtttctcac gtccccggcc ttcctagtta acttcatggt taaagaagcc 60 
tcacccgggg agggtgtggt gccacagaag gaagggtgct cccacaagcc cccagtgtct 120 
ctgatttagg gagagcacct gagcccagtg agagtcttct ctgtccctca atcggttctg 180 
aaattcccca cttgccctcc ttatccaggg gacagggctg cccaccctat tcaggacagt 240 
agtcttaaac tcgtagccaa cagacttttt attgggctgg gagaaagaga tgaggctcct 300 
gaagctcagc cgagtgggct ctgattccta cttctcagag gtcgggcagc ccagccaata 360 
ctgagcaatg gagcgtgggt agggaggatt cacagagtcc actcgccggg ttctaaggtt 420 
gactcggtag tatttgtctg aaagaaagaa tggaaaaagg gttatgtgag attctgcctg 480 
atcctgtcca ctggtcccaa gaaggataaa ggctttttct cagaagggaa agtgaacatc 540 
caccaagcag ataatgtcac catctacagg ctgtgttcag cacccaggga ccaagacctg 600 
caggcaaggc ctagccaaaa ccagtctaag gagtagaaag gggctcccac ctccagagaa 660 
gaaatagacg ctctgaatgg gctcgcaggt ggcaggtaca agccagtcca tatcataatc 720 
atagttgttg taggttccta gcccactctc ctcgctggag aacaaagaga accagattga 780 
acgtgatgaa cgacgggagt tcgagctctg gctgcgtctg tggccacgcc ctcggcgtga 840 
acgatagcgc tttcggcttc tacgcttaga cttctgtttt ttggcttggg cagagtggga 900 
taaggagcca gtgacgtaga tgcggccggc catagcagcg tccactttcc ctggcacacc 960 
atgccagttc cggctgatga attggggttc tctggctcca tctgtaacag ggaaggggtt 1020 
aatgcacttg gcagattctg gctttgattt ctccagcaag gttgtctgtc tatctattta 1080 
tctatctttatctatgtatc tatctatata tctatgtatc tatctatcta tcatctacct 1140 
acctacttac ctatctatgt atctatctat ctatcatcta cctacctact tacctatcta 1200 
cctatttatt tgtttgtttg ttttctttga aacaggatct tagcacctac ctatggctgg 1260 
tttgcaactc actatgaagc cataactggc ctcttaactc acaaagatcc acttgcctgt 1320 
gtctctgagt gctgggatta aaagcatgtg ccactacacc cagctccagt aggaccttta 1380 
gaacacatt't gctatgcctt gcctaagaca cacaactcag tccccaggcc ccagcctccc 1440 
tgtctagagc tttttcccat cctctctcca ctgtatccct tgaatctctg ccccatccga 1500 
aacccctcag cgcgcagccc ctccttctgc tgtgttaggc aaagtccaag gtatgggatc 1560 
caaatagagc caagcctcat cccccaaaag tcaacagaag caaagtctag ccagagcaaa 1620 
cagctcttga tcgatggtgt cacagttcca ggcccctccc ctggaagccc ccactatcac 1680 
agcccagttt ccagagaaag aagccagcct tgctctccct ccataccaga ggatctgccc 1740 
cagaagagga gttcgaaaat gttctcccag ctgtcccgct gaagcaaggc aaagtgctca 1800 
aacacggctg acagagagct gccttcgcac tcctcctggc tgggttgctg ctgaaattcg 1860 
tactcccagt actgcttccc tgaggagcag aacagctggc atcaggagag atctgaccaa 1920 
ggcagagagg aatcatggaa tagaacaggg actccaccac ctgccccctt ctcctccacc 1980 
ctgagtaccc ttgaagaagt agaccctttc ccggccactg taacggtggg caggaagggc 2040 
gaacgctgca tcaacattgt ctggtatgcc actgaagcct tcggagatgt ttcggggata 2100 
accagggtcc aggaccccat cctcaaagcg ccagtactga ctaccctgaa agacagagat 2160 
cagaagggtg aggacatacc gctggccaca gaagcagtcc tatatcctaa actggctgtc 2220 
acctgctcct ggagtccctg actgctttgt cttcacagct ccccagcacg tccatggcac 2280 
cctttacctt gcctcagact taggtctggt accttgaaca agtaggtctt cccctgacag 2340 
ttgatgcgag tgaaggcagc atcgatgggg ccctcaatgc cccagacatc ttggataagt 2400 
ttggggtacc caggcctcac tgccgtctca tctagctcat agcagtactg ccctagaaca 2460 
ggggaaactg tgtgagaagc agatgagcct aaggcagatc cgaccgccac cagacctgtc 2520 
catagagtca cctcggaagg caaagaggga cccattcttg agatccgtga aggcgtcaaa 2580 
gggctttcca ctgcacagtt- cttcctctgg aaactcaggg gtcccttgat cagtggtgtc 2640 
gggccttagg atctcctcct gttgctccac tttaggcgct ggggtgcttg gctgttcctc 2700 
aggatctagg aaggctgtcg gctttagagt gccgtccgtc cgaggattta ggtcaccggg 2760 
tggagaggtg ttctcgggtt gcacaccggt gttggtattg ttcttgggct cctccacgta 2820 
gtcatagctc caataatcat cctctggcat agtgaacacg tccccccgcg ttactgcagg 2880 
cagaacgggg agcagtgagt gtcaggctgt ggagggagcc ccaggcccac ccaccagggc 2940 
tctgaactca ccttggggct tgcactgctc catgtagtcg gcacagcagc tctgatagta 3000 
agtgcaaagc tcgtcacact gacacttctt gctggccatg aaaccctgag tgcagcggcc 3060 
cttgcatgac tctatgggag ggaatatcag gtttacagcc caatctaggg cacctgccca 3120 
acctgcactt ccctaggtac ccaccaatcc cctcccacac cttggtcagc cagagaaacc 3180 
catgccacca gggctagtat gaaaaagggc ctcaggggtg ccatggcagg cctctagccc 3240 
agggccttgg caagctgggc gcggagcttc tggaatctcg ctgtcctgcc tgaaaaaaga 3300 
agcagactga agaagagttc ctagttccct gggtttctgc cctttatttg ctcatcctct 3360 
ggcccagccc cattgccctc ctccaaacac agctgcagca aagggtcaca ttcccagaac 3420 
cccagcccca ggagagctgg gaaacagaaa accctcgcca agaccaaagt cagtagggtc 3480 
acgggcagga gggataacac gcttagctta gctggggagg tggaaagaag catgtgttgt 3540 
caccctctga gccagtcccg ttaatctccc tgagccttac tttttataaa gtgggaccat 3600 
ggtgccttgc ctcatcaggt gttgagagat tccgtgagct agaacagaca aaacgtttcg 3660 
tgcctggagt agcttccaac tcattcccat aagccgttat cgatttactg tttgatcagg 3720 
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ctaggtgctt gtcccatcct accccccgct tcgaatctgg atttttgggg caagaagggg 3780 
ggttggggga gagctggcaa gcactttggg ggaggttttc ttttcttctc ataaaagaac 3840 
aaagcttcat ttctggcctc tccttgttct ctctaagctg ggtgttacag cataggaagt 3900 
agtgggtcag agtctattct tctttcttta ttttttttag atttatttat tttatgtttt 3960 
gtgtataagt gtctgctcac atgtgcatct gtgcaccaca tgcatgtctt gtgtctatgg 4020 
aggtcagaag agggctttga ataccctgga actggagttt tgaacagtta tgagctgccg 4080 
tgtggatgct gagaatcaaa cccaggtcct ctgtaagaac aagtactctt aaaggctgag 4140 
ccatctttcc agtcccagag cccattcctg aggctttcac taatccattg atcctcgggg 4200 
gaccaccctg gccacacctt caatgacctc atttatttta aaaaaaaaaf ggactcattg 4260 
ggcatacttt ctagactcac atactaagtg ggatttctct ataaagaagt gctcactggg 4320 
gtagagtgcc aggttttggg ccaaattcca agcactggca cacttctgaa gcccctccgt 4380 
tttctgttct gtaatcacag gcgagcgtgc ctttggtgtc tcttctctat ggaccgcagt 4440 
agtctcagcg gcaaaatgaa acactaaatt ttactcccta cagacgcgtg aagcctaagt 4500 
ggaaaccggc attaaagggc tttaagaatc tcaactgcga ttctttaacc atccggaggg 4560 
gacgtggatacatgtagcca gcttgcttcc acattttggg gagccgagcg agcggtagga 4620 
aatggaagac agctctttac agccctttct acagcatctt gcacaccacc aaggggagac 4680 
tggggagagg aggcggagcc aggtgtgggc gtggctggag acctggggta ggcttgcgcc 4740 
tgcgtcgggg gcggagcccg tgaaacctag aggcggggcg tcaaatcctt gactctgctg 4800 
ctcagaggcg tggttgctgt tgagcatctt agctccgctg tgcttagatt ggagcagcgc 4860 
tttgttccgg gcaccggcgt ctctaccctc ccgcgtctgg tccatgcttc tctctccctt 4920 
catgcccttc ctaagtcgct gagtcccgga gctgccctcc tccttctgct tctacacttg 4980 
tagcccagca cctttacc 



<210> 39 

<211> 11176 

<212> DNA 

<213> MUS sp. 



<400> 39 

gcagctgggc aaacgttggc gatgccggtg 
tgagaacttt tagccgaaag ccggctccct 
aagaaaaaaa aaattccaga gaagcttcca 
aggactgcaa gtccgcagtc accctccacc 
acgctgcctc cgcctcctgc cgaacgtaac 
ggaatcctcc gtctgacgcg gggcacgcac 
tgacgtccgg gcacgttcta ttttggaacg 
cgtggctttg tgattggctg tcgcgcgcag 
gtagagcgta gctcccttcc ttgctttttg 
ggagagctag gattcttgtc gcgatcggga 
tgtgtggacc tggtctgttg tcataagcta 
agggggaact gaaggcctca tccttctcag 
cactcagtcc ttccgaggtg ttcaaacact 
gtggtctcta aaaggtctgc cttcccttag 
cccttccctc gccacgcccc ctagagtagt 
gggggggggg gggcgtgatg gacgcttctt 
ctgcaagaca gtctgagaga ttctcgctgt 
cctgtcagtc tcactgggaa gagacagaca 
ggtcccccaa caccgttgga actgggatct 
gtgtgtttgt gtgtgagtgg agaggaaggc 
tgtggtgggg gttggggggt tttggctgta 
gggagtttgt caccaggttc tgtccagcct 
gtcaccaacc cggggtgtga ttcaccaccc 
gaaggaggag gtagaaggca gttgaacaga 
gtggaagggt gggtgttgtg gctttttgcc 
tgtgctcact cacagggtcg gtctctctta 
ttgtttgtgt gtctacgcct gtgtgtgtat 
gggaaatgcc cggctccttc gtgccaacgg 
agtggctcgt gcaacccacc ctcatctctt 
cctcccagcc tccagctgtt gacccttatg 
gcctgagtgc ctacagcact ggcggggcaa 
ccaccagtgg acctgtgtct gcccgtccag 
agacagtaag tatgaggcct caggagttgg 



caaagtatat acccggtggt tagcagaagc 60 
aagccgaagc taggcaagta ggggaagaaa 120 
gagcctcctc ctcttccctc ttccttcaaa 180 
cagcaagagt tagggcctcg aaccccggtc 240 
gggggacccg tgcgtaaagc gtgacgcgct 300 
aggccgcagc ccctccgccc gccccgcccc 360 
ccgaggccac gttgctaagg gagggggcag 420 
ctttagccaa tcagcgttcc cttcctattt 480 
tggttcttcc cgtgctgggg gtctccaaga 540 
ctcgttgtca ccccatggtc tgcgaggact 600 
gaggcttttg gctgagtgtt agcgcctcta 660 
gcacacatat acgtgctcct gagctctaga 720 
agatgagcta gcctacggag aggcagccag 780 
ttcccaggct ctgattggcc agggattcag 840 
taagcctcta ggattccact tgcgggaagg 900 
ggggacgcag atcctatgtc accccatccc 960 
cacttttctc tgcctatcag ttcactgaaa 1020 
ctcggaaggg atgctctcaa ctcttaggcc 1080 
ccgcctgcgg gagccctcat gcagtggggg 1140 
ttggctaagg cctctccctc tccctccctc 1200 
tgtgtgtgtg aatgtctgtg gctccatccc 1260 
cctctcccac ccaccccccc acacctaaga 1320 
gctggaaccg tgcaaccttt ccccgaggaa 1380 
atctctcatt aaccactgcg tcacggtgta 144 0 
tgtgacacac acatccacac ccgctcaccc 1500 
tctctcttgg gcgtgtgtgt gtcggtggct 1560 
gtctcacccc gtaggagtgc gccggtctcg 1620 
tcaccgcaat cacaaccagc caggatcttc 1680 
ccatggccca gtcccagggg cagccactgg 1740 
acatgccagg aaccagctac tcaaccccag 1800 
gcggaagtgg tgggccttca accagcacaa 1860 
ccagagccag gcctagaaga ccccgagaag 1920 
gatggaggag cctagctagg gatgtgggct 1980 
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cagtttgtac agtgccttgc tgccatgcat gaagatccct agcacagcat aagecaggag 2040 
tggttatgca gacctgtaac cccagctctc agaaggtgga ggcaggagga gcaggagttc 2100 
gaggccagcc tgtgctactt atggagtcca gcctgcactg caagagatca ttattttcaa 2160 
Lgttggcct tggggggagg tgggtgaggg aagtaagaga aagtgacagt aattttgtca 2220 
cttaatagtt ggaggttoct ctgaggcctc aagtctgaag gaactttacc attctggcca 2280 
atgaggagta ggggttatta tttggggttc aggaggaagg aagttttctt agggctgata 2340 
iaggtacccc cagatctcat ggtccttatc tctgactcag cttaccccag aagaagaaga 2400 
aaagcgaagg gttcgcagag agcggaacaa gctggctgca gctaagtgca ggaaccgtcg 2460 
gagggagctg acagatcgac ttcaggcggt aaggaggagt ctgggggtgt cttgaggccg 2520 
tgctgggagc actctgcctt gttcttcccc cgtttctcac tgtgcctgtg tcctaaacga 2580 
ggaaaccccc tcttagggaa caggggtcag tataggctga tggagtggct ccatatgcat 2640 
gctcagaccc atgcccactt actttcgact gttccccact ttccctgaat atgtccccac 2700 
atgtcaccct cctggctttc tctcagccta aggagacaag ctagaggagg taattctctc 2760 
accttctttt cttcactaaa taataatcca ttttgcettc ctgcctccat ttttttttcc 2820 
tgagctgggg atctacctgt cgtagttcag ccctcctccc ccaacttgat agcctcaagt 28B0 
ttcagccctt ggctgagatg ccatcatcct gactggotct ggctggaaac tattttgtgc 2940 
taagtcaatt ccttgtctgc tacttcagct atctacagty ctgccgaact tgagctggtg 3000 
gcgcccacca agcccacttc tttctctctt ttttacctca gtgcaacccc ccacacacaa 3060 
aacttcatgo ctgccccttg aaaccagggt gcgtctctga ctccccgtcg ggaggctgaa 3120 
qgagatgggt aacagaacct cattaaaaac aacacataag cattacctac tgactoaaca 3180 
Hctgtagig tttttctttt ttcctctcaa aaaattattt cgtttgttta tttattattt 3240 
gcttatgttt gagtgagtgc tggtgcacca cagcacacat acgaggtcag agggaaattt 3300 
tcatagtttg ttctctcctt ccgtgttgtg ggtgcttgct ggcaatctcc ttcactcagt 3360 
gagctacaat gcccccttct gocctttaag gcagagtact ccttagtaca gggggaccct 3420 
Stcctcggcc tctcaaagtt gagattacaa atgttcacca tcacaccagg cttggagttc 3480 
ttgcctatca gtgacgtcca ctcctgccta gcttcttccc aaccatcttt tagtctgatg 3540 
gggaaaccga ggcacgagta gcatggtcta ccaggatttc ctcttagggg acggtcccct 3600 
cagttgggag ggagctgtcc agccccctgg atcagcagca agaatgtatg agtgtggggt 3660 
tgggcgggtg alg?ta?tct gtgtggtcgc tgaccagcaa ttctcctttc tctgtctcct 3720 
atgacctggc cctgctggga tccattagga aactgatcag cttgaagagg aaaaggcaga 3780 
gctggagtcg gagatcgccg agctgcaaaa agagaaggaa cgcctggagt ttgtcctggt 3840 
ggcccacaaa ccgggctgca agatccccta cgaagagggg ccggggccag gccogctggo 3900 
cgaggtgaga gatttgccag ggtcaacatc cgctaaggaa gacggcttcg gctggctgct 3960 
gccgcoccct ccaccaccgc ccctgccctt ccagagcagc cgagacgcac cccccaacct 4020 
gacggcttct ctctttacac acagtgaagt tcaagtcctc ggcgacccct tccccgttgt 4080 
tagcccttcg tacacttcct cgtttgtcct cacctgcccg gaggtotccg cgttcgccgg 4140 
cgcccaacgc accagcggca gcgagcagcc gtccgacccg ctgaactogc cctcocttct 4200 
tgctctgtaa actctttaga caaacaaaac aaacaaacco gcaaggaaca aggaggagga 4260 
agatgaggag gagaggggag gaagcagtcc gggggtgtgt gtgtggaccc tttgactctt 4320 
ctgtctgacc acctgccgcc tctgccatcg gacatgacgg aaggacctcc tttgtgtttt 4380 
gtgctctgtc tctggttttc tgtgccccgg cgagaccgga gagctggtga ctttggggac 4440 
agggggtggg gcggggatga acacccctcc tgcatatctt tgtcctgtta cttcaaccca 4500 
acttctgggg atagatggct gactgggtgg gtagggtggg gtgcaacgcc oacctttggc 4560 
gtcttacgtg aggctggagg ggaaagagtg ctgagtgtgg ggtgcagggt gggttgaggt 4620 
ogagctggca tgcacctcca gagagaccca acgaggaaat gacagcaccg tcctgtcctt 4680 
cttttccccc acccacccat ccaccctcaa gggtgcaggg tgaccaagat agctctgttt 4740 
tgctccctcg ggccttagct gattaactta acatttccaa gaggttacaa cctcctcctg 4800 
gacgaattga gcccccgact gagggaagtc gatgccccct ttgggagtct gctaacccca 4860 
cttcccgctg attcoaaaat gtgaacccct atctgactgc tcagtctttc cctcctggga 4920 
aaactggctc aggttggatt tttttcctcg tctgctacag agccccctcc caactcaggc 4980 
ccgctcccac ccctgtgcag tattatgcta tgtccctctc acoctcaccc ccaccccagg 5040 
cgcccttggc cgtcctcgtt gggccttact ggttttgggc agcagggggc gctgcgacgc 5100 
ccatcttgct ggagcgcttt atactgtgaa tgagtggtcg gattgctggg cgcgccggat 5160 
gggattgacc cccagccctc caaaactttt cctgggcctc cccttcttcc acttgcttcc 5220 
tcootcccct tgacagggag ttagactcga aaggatgacc acgacgcatc ccggtggcct 5280 
tottgctcag gccocagact ttttctcttt aagtccttcg ccttccccag cctaggacgc 5340 
caacttctcc ccaccctggg agccccgcat cctctcacag aggtegaggc aattttcaga 5400 
gaagttttca qggctgaggc tttggctccc ctatcctcga tatttgaatc cccaaatagt 5460 
ttttggacta gcatacttaa gagggggctg agttcccact atoccactoc atocaattcc 5520 
ttcagtccca aagacgagtt ctgtcccttc cctccagctt tcacctcgtg agaatcccac 5580 
gagtcagatt tctattttct aatattgggg agatgggccc taccgcccgt cccccgtgct 5640 
gcatggaaca ttccataccc tgtcctgggc cctaggttcc aaacctaatc ccaaacccca 5700 
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cccccagcta tttatccctt tcctggttcc caaaaagcac ttatatctat tatgtataaa 5760 
taaatatatt atatatgagt gtgcgtgtgt gtgcgtgtgc gtgcgtgcgt gcgtgcgtgc 5820 
gagcttcctt gttttcaagt gtgctgtgga gttcaaaatc gcttctgggg atttgagtca 5880 
gactttctgg ctgtcccttt ttgtcacttt tttgttgttg tctcggctcc tctggctgtt 5940 
ggagacagtc ccggcctctc cctttatcct ttctcaagtc tgtctcgctc agaccacttc 6000 
caacatgtct ccactctcaa tgactctgat ctccggtctg tctgttaatt ctggatttgt 6060 
cggggacatg caattttact tctgtaagta agtgtgactg ggtggtagat tttttacaat 6120 
ctatatcgtt gagaattctg ggtggaaatg tctgatcagg agaagggcct gccactgccg 6180 
accacaattc attgactcca tagccctcac ccaggctgta tttgtgattt ttttcatttt 6240 
gtttttttgt attttgcacc tgaccccggg ggtgctgggg cagtctatca ctgggcagct 6300 
cccctccccc ccttggttct gcactgtcgc caataaaaag cttttaaaaa actgtatcct 6360 
tcaggtcaaa gtgtctgttt tccctggaca tctactacat ggcttccttt cagaaaaacg 6420 
gagtttggat tgctagggaa gtcttgctgg cacttagtgg gacgcctaac gaatcagaac 6480 
ctacaacggg actaaaagga agtggagact tgctaggttt tcccatgttc ccaggctggg 6540 
ccacctactt gaaaaaataa ggggcggaaa agtgtaaggt accaaatttg gtgaagggtc 6600 
tgggagaatt tcatgatcgg aaaagaattt attcaccttg ggtgtgcaat gaactttcag 6660 
caacagttaa gggcaagggt gtaaaagctg ggcacaactt gtaaatccta gcatttgaga 6720 
ggtggaggca aggggatcaa ctggtggagt tcagtgtcat gtggatcgta gataccaagc 6780 
gcaaagatct gctatgggga gagggcttgg tacaccaggg gagccagaag tttcgtggtg 6840 
agggtagtgg agggcaagtg gagagtgaga gttagcctca gggagattct acaggcaatg 6900 
atgcagagtt cagacgctcc ctttgaaagc actagagagc cgcagcaggt tttgagcaga 6960 
gaaggttaga gttaggtggt ctcttctagc ccatcccagg ctgaggagga cgctgagggt 7020 
ttcaagaagg atcgagaatg gaaagcagag gagaagaagg atccaagagg catggaggag 7080 
gcagaacaca tttctcttct ttaatagcaa gcctggaaag gataacttgc tgcaggagga 7140 
gatgctcacc agtcgggtgg tctagggggt tcttggaaaa gagaaggcat ttgctcaagc 7200 
ctcggttccc ccattctcgc tcttctgtca gcttgtcttc cattaagtgt gtgtctcaag 7260 
gccaccctgc tcaggactcc ttgtgagacg accttctatg ctcgagttca ttaaaaacac 7320 
aattgcctgg tgccgtgctc tctccactgg ctcagttacc tcaaaagacc agggctaaag 7380 
gtgtgatcac aactctatcc ccattactgc tccaacgcag agacaggact gagccggagt 7440 
gaacaaatga acaaaaatga ctaataatgc atgcgtgatt aaatacataa aagagcagat 7500 
gactggatga gcaaatcgtt taaggagaga cagcaagatc ctagaatttt ggagactaat 7560 
ttaaatccat ctttgagatg catttggtcg gaaattcctg ggaggaaaaa aagtgtaaat 7620 
atgaagagag aataaatgag aataggggtg gcttcagaga ggttaactgc gcgctggtcg 7680 
cttttgtaca agaatgtgaa ttgcagggag caaaatggga tagatactcc cgcccgaaag 7740 
gtggaattga accactctgt cgctaaacag ctacaggttt gaagcctgca ccccagacca 7800 
ctgaggatca tccgggcgaa aggagctatt ttcagttagt tatataaagg cgagatacta 7860 
ctacttttta cacttatggt cattatttgt ggtatacagt agataattaa tttcaatggt 7920 
ttcgaacatt ttttttcact ttttcttgtg aacatgtgtt tcctcagtaa agtgttccgt 7980 
gaatgactct actaactaaa aagtaagtag cttcatttgc atagcgcctt gcattttggg 8040 
aagcagcgcc taaagtgcct gtctccctaa ctaaaagcag aattttttgc aaagtgaaaa 8100 
gtcagtttta tttttgtttg tttgtttgct tgtttgtttt taatggaaaa acttctcacg 8160 
cggcccattc gtagcagaat tcgagatttt ctgcaagcga gaagcaagac tttcgtaggg 8220 
tctgacggca cgcggccgca gagcgacacc tgccgttgct ttatagaact gcaagtatgt 8280 
agggaatcta ctgagtccct aggtgatgga gttgacaacc aactcccctt gagtttagac 8340 
gctaaaaacc atcccttttt atatttatgt gattagccca gggaaactaa ggctcagaca 8400 
tggataatac cacagccgag ttcttgtagc ccaactccct aggggaaatg aaacctacag 8460 
ttgtggtttt aatatgcttg gcccaggggc agtggcccta ttggcaggag tggccttatt 8520 
agcggaggtg taccttgtta gagaagtgtg tcacttggag gcgaggtttt gaggtacgta 8580 
tgctcaagtc tggccagtgt gatcctggct gtctgcagaa cgtggtctcc ttctggctgc 8640 
cttcggatca aggtgtagaa ctctcagctc cttctccagc accatgtctg cctgcttaat 8700 
gctttgcttc tttccatgac gataatgaac tgtgcctctg aaactgtaag tcagcccccc 8760 
agttacatgt tttcttttat aagagttgca tatatatatg tatgtatata tgtatgtata 8820 
tatgtatgta tatatatata tatatataaa cagggtctca ctctttagct ctggctggcc 8880 
tgaaattcac tatgtagccc aggattgcct gaactttgaa gcaatcttcc tgcctcagcc 8940 
tcccaatggt attacaggca tgagtcacaa caagccattt aaatcttatg atgacttata 9000 
agaagacaga aaatcagagt tcctttacct agttcacaga tccctacaat ctaacctcgt 9060 
tcgctccata aacagcccta ccccaccctc ctggaactgc tttgaggaat gctgcaggct 9120 
ctcacaggca cactcctcct tggttaatct cttcagcctg gttgccttcc ccccccatgt 9180 
ccatgtggcc caaagcctct catcctgttc tcaaatacca ctagctagta aggctccccg 9240 
acctgacccs gtttaaatat tagaaaaggg tcactttctc cctgccacag acaaccaaac 9300 
caccatatgc ttgtcactta ctacctgact atgaaggtta atagatgtct tcacaacctt 9360 
tctctgagcc tcagtttccc cacctgcata atgcatctga gacacagaat tccctagagc 9420 
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tqtggttctc ctcattccta gtgctgggac cctttaatac atttcctcat gttgtggtga 9480 
ccccaccacc accataaaat tatttccatt gatacttcat aactgtaatt ttttctattg 9540 
ttatgaatag taatgtaagc atttgtgttt cccagtgatc ttagatgacc ctgtggaaga 9600 
gtcattccac cccaaagggg tccccaccac aagttaagaa ttcctgccat agaggaatca 9660 
cagggaccat ggattaacac ttgggtcgac ttttgggctg ccttctggga ggcgctagag 9720 
ctaatgacag ctacatcaat ttctgaaatt ttgtgtgtgt gtgtgtgtgt gtgtgtgtgt 9780 
gtgtgtgtgt gccctgagtc gggtgctgag ataggccagt ggctttagtg ttcctggacc 9840 
cattactcac cagaactctc ccctcacctg attctttgat gtgaacacta tgtcttcata 9900 
atggcggtgg caatagcagc aacagtgaac taaattttaa aagtagaact cagctggaga 9960 
tacaaatatt gcagttttga agttggggtg gattgtctaa taacttaata acataaccca 10020 
gaagagaggc ccottggtct tgcaaacttt atatgcctca gtacagggga acgccagggo 10080 
caagaagtgg gagtgggtgg gtaggggagc agggtggggg gagggtatag gggactttcc 10140 
ggatagcatt tgaaatgtaa atgaagaaaa tatctaataa aaatttgaaa aaaaatgtta 10200 
ccccagtttg gcctggatct cactacctca aocagactgg catgtgactc tgctgagatc 10260 
tgcctacttc tgcctcctgg gtgcagaaga caatttttgg aagttagttc tcttcttcca 10320 
tcttgtggat tccagggatt gaactcgggt catcaggctt ggctgcaagt gacttactta 10380 
ggtgtctcco agaccctctc ggtttgatta gttagatgct gcaottcatg cctgactttc 10440 
qcactatgta gatagagcaa tgtctataac atctcctaca atgatatgta tatcaagagc 10500 
caagtgatga gatggctcag tgggtaagag cacagactgc tcttccaaag gtccogagtt 10560 
caaatcccag caatcacata gtggcttcca ttccctctta tggaatgtot gaagactgct 10620 
acagtgtact tacatataat aaataaataa atcttaaaaa aaaaaaaccc agccgggogt 10680 
ggtggcgcac gcctttaatc ccagcacttg ggaggcagag gcaggcggat tcctgagttc 10740 
gacgccagcc tggtctacag agtgagttcc acgacagcca gaactacaca gagaaaccct 10800 
gtctcgaaaa aaaaaagaga gagagggaag tgagagcgca ataatcttaa catttctgtg 10860 
gttgtctttg ctgtagtcta ttctgataag caatgctggc ttgctcccaa ggtaggaagt 10920 
aacatttctt tataaaaggt atttgctctg ctttattttt ctgttttatt tatggtgctg 10980 
aggatggaac ccaggaccct tggcaagcaa ggctagctgt ttaccactga gccatactcc 11040 
agccttgcac tgggggattc taggcaaggg ttctaccact gagccacact ccccaccccc 11100 
atccctctct ggaagattct aggcagttcc atacctagcc tttgatcttt taagacggtc 11160 
ttactagagc tcagtt 11 
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